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¥Sensitivity and FDR (reversed protein sequences)

Uniprot_Human Decoy FDR
Protein family members 3567 17 0.48%

|PSM5 V|above|h0m0|ogy V| 12797 25 0.20% | Adjust to

Decoy results are available in #fthe decoy report.
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340 Waizmann LFO §... | V\akippy matrxsct... | QEP1_Spioaln_230814_1_3ng_270914aw | weizmann4l par acol_proteome_

[F] %40 Weizmann LFQ §_ | V\skippy matricesi, | QEP1_Spikein_230814_2_%ng_27091drmw  |weimmarnfipar  |sesi_prteome_
[ 340 Waizmann LFO f... | V\akippy matrxsct... | QEP1_Spikeln_230814_3_3ng_270914raw | weizmann4l par acol_proteome_
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[ 940 Waizmann LFO §... | V\akippy matrescd... | QEP1_Spdkaln_230914_5_7-5ng 270914 raw | weizmannfl par acol_proteome_
[ 340 Weizmann LFQ §. |V\skippy matricesi, | UEP_Spikein_230814_6_T-Bng_70914 raw |weimmarrifl par | scol_protesme _
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