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speclist.txt 27AINIT+—=< v FEEIZ{£S SwissProt

T—AR—ZADBEELEBREERIZOT

1. BUBIC

MASCOT [ZT Taxonomy 3SECKIALTUVE speclist.txt 771 I)LDT 2 —V v CHEEEINE
8. SwissProt MD/X—I 3 2011_06 FH#&. taxonomy ZEIRL T SwissProt CIERZLCHE
BRI TV (Wot? No Results ERTEND, FH) BEHNEELTNFET,

MATRIX
SCIENCE. HOME | MASCOT | HELP

Mascot > Wot? No Results

Wot? No Results
Sorry ... but this is the page you get to see when your search produces no results.
Here are some possible reasons:

® Sequence Query: None of the specified sequences occur in the database being searched. Sequence qualifiers requires an
exact match, unlike a Blast search which pulls out the most homologous sequences. If you suspect this is the problem, delete the
suspect sequence qualifier and re-submit the search.

All searches: Match worse than random. Mascot suppresses matches which are worse than random. This is unfikely to happen
with poor guality, noisy data. The databases are so large that spurious matches tend to occur, even when the mass tolerances
are very narrow. A more likely cause is very narrow tolerances combined with precise but inaccurate mass values. Try relaxing the
tolerances.

All searches: If a taxonomy filter has been specified, maybe there are very few entries in the selected taxonomy, (or none
at all if the required taxonomy indexes are out of date or missing).

# All searches: Are the peptide and / or fragment ion mass values less than 16 kDa?

Repeat Search

S#1) 1) —XFED MASCOT ver 2.4 METECORIEIC MASCOT JOT S ARITSHLT FET
I, IRTE MASCOT ver 2.3 UMRZEZCHABOHENEBEZRRITIDICHICIE. BHTEBEULUE
speclist.txt & MASCOT Y —/\—OFEDNIZFAIC IE— L. SwissProt 7—AN—AZBEEEITD
HUELBHODFT, Fo. BEFEREBUR UMBENREERNEK D, speclist.txt DAFHREHHT A ~IC
ZEEIDLD, REEEEIDINENDDET,

ABRTIHEIEM speclist.txt T 71 JLDAFUMNC SwissProt T—IN—ADBEETE (BB 2)
E. TAIAR-Z2BEFEFHIOT S/ db_update.pl D speclist.txt ZAF I B E EBI Ho5iH
NAEEE T DEREDE (BB 3) [CDNWTEeLTNET,

RHOBHRDEL WEB U FICBNTERHSINTHROET. Z255EHETTSRIES.

http:/ /www.matrixscience.com/help/seq db_setup_Sprot.html
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2. fEIERR speclistixt Z7TIVDAFE. dVIC SwissProt F—H~AR—2R

DEMRTE

T71IWDANEBZET —INR—-XOBBEEL. MTFOFIETITNET,
@ {BIEAR speclist.txt 7 7 )VEVS @ .stats D 71 JLOHIBR

@ speclist.txt 771 )LOANEZ ® MASCOT H—EXMDEA
® MASCOT Y—E20nEIE ® TAON-—ABEOWER. BRT A~

@ {BIEAR speclist.txt 27 7 1 JVEUS

MM URL (¥4t WEB - ) D5 speclist.txt 771 /)LERNELEY,

http:/ /www.matrixscience.com/downloads/speclist.txt

DI TTSOYTEELESR URL ZBV\EHBE. TFR D7 AILDBEANIZIRREICEDERNEI NN
MRF) [BRIZEDITTIN-—IZRE] BETEZRI 7ML EZ20FEREFLTLESN (FRD) ,

llu http://www.matrixscience.com /downloads/speclist.txt

UniProt Knowledgebase:
Swiss-Prot Protein Knowledgebase

TrEMBL Protein Database

ZRIEITTRE

» D2E1—%— » SD/MMC(F:) » temp

See the UniProtkB user manual for a descri
the creation of the organism (species) ide

- The letter which follows each code indicd

organism belongs to.

[t can be one of thy

¥ share2 (¥¥TER/

~ &

(T

Swiss Institute of Bioinformatics (| - N
European Bioinformatics Institute I wisn T LCOERI =-
Protein Information Resource (PIR): B EFa -1 Bl £ H
******************************************* & Ta-svs
BEEEFIC—HTIEEEFE0ER
Description: Controlled vocabulary of specill & m-noL—7
Name : speclist.txt L
Release: 20171_068 of 31-May-2011 e
& o-L TR
___________________________________________ - 5D/ MMC (F:)
&8 share2 (WTER!

b

I7AIBN):

27 4 )LDBAT): [Text Document

)

=~ JANE—DIETR

TSOYTERANTDONESFRHIE. MTFDOUYDERZED D 7MLV EAFLUTIZE,

www.matrixscience.com DNX— (F—T— R ’ mascot’ BRIDELZWVWEWRY T THETEFEY)

—HELP—Sequence Database Setup — SwissProt

*0—7JLD MASCOT Server C&<. X WEB Y1 FDFTY, BEZABTVKDICLTLIEEL),
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BE LD Mspeclist.txt] N\NA/N=UVDZED v O UL, TXIREDT7AIVICREF] &IEDITT
UYONERE] ZEVFT (TR

J v

MATRIX
{S(,‘]E_/v(,‘E HOME | WHAT'S NEW i MASCOT | HELP i Pf i 6o

Help > Sequence Database Setup > SwissProt

n

Sequence Database Setup: SwissProt

SwissProt Release 2011_06

A change in the format of speclist.txt has broken taxonomy assignment for SwissProt release 2011_06 onwards. This issue will be
corrected in the next release of Mascot Server (2.4). For Mascot 2.3 and earlier, we have posted a modified version of sp
and will keep this updated with each new SwissProt release for the forseeable future.

UoEHUNS T TEL(T)
If you use the database update script (db_update.pl) to perform automatic updates of SwissProt, change the URL for do VI ORRLND L FOTR W)
spediist.txt in the relevant definition block to http://www.matrixscience.com/downloads/speclist.txt

EEENTTU S ORERE(K).
a2
. Windows: stop the Mascot service, Unix: kil ms-monitor.exe T URL 2P —(A
. Delete the *.stats file in the database current directory a2 IEA)
. Download the modified speclist.txt to the taxonomy directory

. Windows: start the Mascot service, Unix: execute ms-monitor.exe

If you have discovered this problem after updating to release 2011_06, the procedure to correct it is as follows: <

BN

Overview

@ speclist.txt 771 )JLDOANEZ

MASCOT B —/V—Lt®MD, MASCOT O« VYA —=)LENTNBT #I)LEF (GBE C:¥netpub¥mascot
T#ILAY) MR, taxonomy 2 =#JLAAD speclist.txt 771 JUICDWNT, NwDPwvITEIR>ZLET,
DTRBULEI PAILEANEZFT (TH) . ANBZELEEEBRRETHINET,

I — - —_ —
el OoF31—4— » O—MILF<XZ4(C:) » Inetpub » mascot » taxonomy ”

=E - SATZUITEN - HE - =MD FLNI AT — =~ O @
R - gm : et =5 HAX
g Fo>0-F [ ] .history 2011/04/26 4:25  HISTORY 77... 1KB
W SRS by |] citations.dmp 2011/04/26 3:20  DMP Z7-JL 8,578 KB
W BrER LIS [ ] delnodes.dmp 2011/04/26 3:20  DMP J7-JL 2,082 KB
|| division.dmp 2011/04/26 3:20 DMP 7L 1KB
=| L]est.dmp 2000/11/15 16:13 DMP Z7 -7l 16 KB
& 51I5Y [ gc.prt 2011/04/26 3:20  PRT 7l 11 KB
B FFaxxt || gencode.dmp 2011/04/26 3:20  DMP J7 )L 4KB
[Sl=~Ead | ] gi_taxid_prot.dmp 2011/04/256:26  DMP J7 -1l 634,042 KB
E EFa || indext.html 2011/04/26 4:09 Firefox Document 4 KB
I || merged.dmp 2011/04/26 3:20 DMP 77 7L 333 KB
|| names.dmp 2011/04/26 3:20  DMP Z7-TJL 59,364 KB
& T b~ | ] nodes.dmp 2011/04/26 3:20  DMP Z7-JL 45,400 KB
[} owl.dmp 1999/09/21 15:50 DMP Z7-JL 8 KB
readme.txt 2006/06/14 4:04  FFA FFa.. 3 KB
- 2011/05/31 13:41  FEA N FE1.. 1,592 KB
& 0L 73R (C:) 2000/07/31 11:17  DMP Z7-TiL 1KB
= 5D/ MMC (F:)
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@ MASCOT Y—EXm=1E

MagicDisc

Mascot

|| Database status htakaesu

Mascot Daemon
% 3 Mascot Distiller

FFaAxk

MASCOT DY —ERZZIELUET, [§) Masoot e
|@| Search Form - M5-MS ——
BEBD 70035 A—MASCOT — config || Search Form - Peptide Mass Fingerf il
|&| Search Form - Sequence Query
—Stop MASCOT Service [§] search log
) config O—JL JEEIL

"] Instrument ions series definition T
o T AETIH—
| Mascot configuration file
) Mascot enzymes file EEO OS5 A
Mj Mascot mod_aliases file

- AT -
_|| Mascat taxonomy file LTS

1| NCBI taxonomy names.dmp file B

[=7 Show Mascot service status

@ .stats J 71 ILDHIFR

MASCOT Y —/\—LE®M. MASCOT N1 VA L=)LEaNTNBT %Y GBF C:¥netpub¥mascot
J# 5D UK. sequence¥SwissProt¥current 7 /LY ZBIE, SwissProt 2011 06.stats J 71
IWZBIFRLE T,

‘@@- « O—FIL F-rA4 (C:) » inetpub » mascot » sequence » SwissProt » current
| =E - LB = SFTAG FLWIT AT — = -
| - g i EHER w5
B Fo20-F || SwissProt_2011_06.a00 2011/06/08 12:16 ADD J7 AL
W TR e | 7] swissProt_2011_06.dat 2011/06/06 3:03 DAT 7L
| BEES LT | 7] SwissProt_2011_06.fasta 2011/06/06 1:15 FASTA 7 Il
! - | | SwissProt_2011_06.fasta.529056.index 2011/06/13 14:38 INDEX 27 -JL
| £| ] SwissProt_2011_06.100 2011/06/08 12:16 100 77 Il
| &=17=Y || swissProt_2011_06.nam 2011/05/31 13:37 NAM Z7 L
I 3 FFaA> b || SwissProt_2011_06.NoTaxonomyMatch.txt 2011/06/08 12:16 FHFA FFa..
Sy | | SwissProb 2001 06500 2011/06/08 12:16 S00 I7 Il
B ETA & | swissProt_2011_06.stats ) 2011/06/08 12:16 STATS Z7 1L
S Za-zes e —OTTUs 2011/06/08 12:16 TOO 7l
=
EHl EFHE j===}
|| SwissProt_2011_06.a00 2011/06/08 12:16 ADOD 7L
| 7| SwissProt_2011_06.dat 2011/06/06 3:03 DAT J7 -l
| 7] SwissProt_2011_06.fasta 2011/06/06 1:15 FASTA 27 Il
|| SwissProt_2011_06.fasta.529056.index 2011/06/13 14:38 INDEX J7 -l
|| swissProt_2011_06.i00 2011/06/08 12:16 100 27l
|| SwissProt_2011_06.nam 2011/05/31 13:37 NAM J 7L
|| SwissProt_2011_06.NoTaxenomyMatch.bxt 2011/06/08 12:16 FFAM FFa..
L | SwissProt_2011_06.s00 2011/06/08 12:16 S00 JF-TIl
|| swissProt_2011_06.£00 2011/06/08 12:16 TOO 27l
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©® MASCOT H—EXMDEds

MagicDisc FEax>h
. Mascot

|&| Database status BTy
& Mascot Daemon
4 Mascot Distiller

MASCOT DY —ER =R LE T,
BB 7025 A—MASCOT — config

|& Mascot
—Start MASCOT Service le. Seareh Form - WS MS

|@| Search Form - Peptide Mass Fingery > O IR

& Search Form - Sequence Query

= FIAAETL

|&| Search log L

| config BED OIS 1

") Instrument iens series definition -
| Mascot configuration file AT D=

"]l Mascot enzymes file

j Mascot mod_aliases file

"] Mascot taxonomy file

| NCBI taxonomy names.dmp file

t Distiller
Office
Silverlight

i ° Start Mascot service

® T—OAN-—BEDER. BRT A~

B — B XBFIB%E. SwissProt T —AN—ADBEBEMETN T T . BEEDNREER I DTHICIE.
Database Status BEZBEIE. SwissProt @ Status BEECEBELIEE),
Database status BEN\DP I CAFEIUTOENTT,

MASCOT (D Home BIE%=BI=. [Database Status] &2y ULZET,

MATRIX

S CYEN(.‘E} HOME | MASCOT {HELP |

Welcome

This site features Mascot, a powerful search engine that uses mass spectrometry data to identify proteins from primary sequence databases. To assist you, the
help text for Mascot forms a substantial knowledge base concerning protein identification by MS.

If this is your first visit, please check for browser compatibility and read the small rint. If you include results from Mascot in a publication, please cite either
www.matrixscience.com or Electrophoresis, 20(18) 3551-67 (1999) (abstract).

Security

Mascot incorporates a role based security model, which allows the system administrator to control which functionality is available to individual users. If security
has been enabled, you may be prompted to log in if you attempt to access a page or perform a task that requires authorisation. If security is not enabled, which
is the default, the following links will simply confirm this.

® Login

® Log out

+ Change password

* Edit settings

* Current session information

Whether or not Mascot security is enabled, in order to comply with the licensing conditions, access to this Mascot server must be restricted to authorised users.
We strongly recommend that your server is protected by a secure firewall. For more information, start from the WWW Security FAQ.

Mascot Utilities

Yo rator may have restricted access to these utilities
[ Database Status
e sequence databases. Links to database statistics, search status, log files, etc.

Search Log
A tabular view of the search log. Can be filtered to find specific search results.
Configuration Editor
Browser-based configuration editors, including security administration and sequence database management.
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Name BB “SwissProt” DEFAEIE LFE T, SwissProt DPHCRETIABHNENNTUET,
Status BEIIT—AHIXR—XDIWREXRLTCHOD. Y—EAEIBERFTERX <[E Creating compressed
files N % complete’ &2 > CVNBDIFTFTYI, CNIET—IR—AEBEDPTHDCEEZRLUTNET,

|| Matrix Science - Home

LIS “_1 http://beckoma/mascot /x-cgi/ms-status.exe - C" {-‘!v 0IST PI
=
(8} £<RBR—3 @ Firefox ZHLIZTRED ) BF-1—X

ratu = WOU 1T U LALIE0

State Time = Thu Jan 01 09:00:00 § searches = 0
Mem mapped = N0 Request to mem map = YES Reauest urmap = MO Mem locked = NO
Number of threads = 8  Current = NO

Name = SwissProt Family = C:/inetpub/mascot /sequence/SwissProt/current/SwissProt _%.fasta i
L i — do b/mascot /sequence/SwissProt /current /SwissProt _2011_06. fasta |E
- Sla‘(us = Creating comeressed files 7% complete .

f Mem mapped = NO Recuest to mem map = YES Reauest urmap = MO Mem locked = NO
Number of threads = 8  Current = NO

RA&BNIC Status IEEH™In Use” EBRNIFERR T,EFETRETI,

Name = gwissProt Family = G:finetpub/mascot/sequence/SwissProt/current /SwissProt_x.fasta
. | _0B.fasta Pathname = Cr/inetpub/nascot /sequence/SwissProt /current /SwissProt _2011_06.fasta
<Status = In use Statistics Unidentified taxonom

0:51:06 # searches = 0
Mem mawped = YES Reguest to mem map = YES Request unmap = NO Mem locked = NO
Hunber of threads = 8 Current = YES

Status M' In Use ICRX22DH. BROEOHERT A FET>TLLEEN, TAREEFIN/LSD
taxonomy ZEIRUIZ ETRHREZT > TIIZEN,

> ji.. http://www.matrixscience.com/cgi/search_form.pl L d *J - Google
R ENE N fegi/search_form.pl :

|8 £<RB~—= @) Frrefox ZHENTRED ) BFT1—A

MATRIX
SCIENCE. HOME | WHAT'S NEW | MASCOT {HELP | PRODUCTS iSUPPORT | TRAINING | CONTACT 6o

Mascot > MS/MS Ions Search

MASCOT MS/MS lons Search

Your name takaesu Email takaesu@matrixscience.com

Search title MS/MS Example

Database(s) Invertebrates_EST = Enzyme Trypsin -
Human_EST
Fungi_EST @ Allow up to 1 ~ missed cleavages £

Environmental_EST
o Quantitation None -

Mammalia (mammals) R

Fixed | --- none selected --- +

Acetyl (K)
modifications

Acetyl (N-term)
Acetyl (Protein N-term)
Amidated (C-term)
Amidated (Protein C-term)
Display all modifications | Ammonia-loss (N-term C)
Variable d (M) Eiotin (K)

. E Oxidation (M) =~ Biotin (N-term)
modifications Carbamidomethyl (C)

-<

Carbamyl (K)

] »

= Carbamyl (N-term) -
Peptide tol. + 0.2 pe -~ #13c 0 - MS/MStol. + 0.2 Da -
Peptide charge 2+ Monoisotopic @ Average ©
Data file C:\Auto MSMS output\Sample 1.pkl
Data format Mascot generic Precursor m/z
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3. T=an—ZABHE#H7095 L db_update.pl H’S# EBl TAML

TLv3 speclist.ixt ZMBLLEVESICTIRES

EB2DUBETNT —IN—IPERICEMELERE. T—IN—-XDEBHZTV) speclist.txt 1}
FUL< BB EBURLEENRETCLEINGT, SERIRERESERNEDICET —IN-IADEHZ
LEHDDN UMTRDELDICT —IR-—XOBEEHTOT S LADRBE—BESWZ TIIZS),

MASCOT Y —/V—LE®M. MASCOT N1 VA L=)LENTNBIT %)Y GBF C:¥netpub¥mascot
T#)UA) @D bin J#)LYEBIE. db_update.pl DO/N\w D7y TEE>/Z LT, db_update.pl 5 F
ARIFT 4 HTHEXT, db_update.pl ZTFAEIT Y TETTER. D7 MIVEBRLEGD Uy
DUT MR&EI ZRBIRI DD, TOTSANSR<— TXER] FEE M- BNy R ZBRUFT,

% NotePad,WordPad £E55TH OK TY,

v B v e v A-3(F) v E-ITLI0) = W0} = ek & k=S558« w1—)L(0) ~ RN

ecurity Essentials TAF ¥ > LET...
FOU5 LA SE<(H) 5

@O.| y OYE1-—&— » O-7LF125 (C)

W\E72DPDF 7 TPDFIER,

=2~ BEC - FEAD H:LWITAINST

& FULESHEP 0T [SRINA)..
Y BEEAD s g 1: E%muﬁfwjp»rje:ﬁnu(m...
B HOO—F E :Z 4 Peisonal Safe manu(i)
W FAo by & md L) (—= = > 04Em(V)
4| BEETULER | Eime EBN) N

Lmq FIOmI(T)

& I 175y ; log ar—(c)
T RFaxzh 9
o =D Fg Iy hOfES)
B evFe Cled BB
LB Woen|  BEOZEM)
P IEEES T P _
JO/tF4(R)
T —
o LT G bzip2-1.0.3-1.exe
A hzing exe

¢ | db_update.pl - AFHE
I7ALF) EBEE) SH(O) FRNV) ALT(H)

Downloads sequence database and taxoromy tile updates
Sequence database ic specified by kewword command |ine argument
Reauires weet (http://www. enu.ore/sof tnare/weet /wget.himl)

tar [htte:/fwm. snu.oredsof thare/tar/tar him|)

gzip (http://ww. gnu.oredsoftware/gzip/ezip. htnl)
Windows biraries can be downloaded from http://urxut ils.sourceforge.nets
Info-ZIP unzie for Unix (fte://ftp, info-zip.ora/eub/infozip/unix/

unzip for Windows (ftp://ftp. info-zip.ora/pub/ infozip/wind2/)
Oetional processing:
varsplic to expand variants described in Swiss-prot annotations
fte:/ e, ebi.ac.ukdpub/sof thare/swissprot Avarselic/

\[# COPYRIGHT MOTICE
4 Copyright 1998-2009 Matrix Science Limited All Rights Reserved

I# This program may be used and modified within the licenses's orzanisation
provided that this copvright motice remains intact. Distribution of this
program or parts thereof outside the licensee’s oreanisation without the
prior written consent of Matrix Science Limited ic exprecsly farbidden

$Author: john
$Date: 2010
PRevision: 1.34

$hoKevwards:: il
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SwissProt 8B#ibFIC speclist.txt 7 71 JLEZES T DY+ ~%&. EBI H'5 MatrixScience DY ~IC

ZEELFEY,
71 )VIBDE B ZR DI DITORRMEEENT T, T 7 1ILEBENEE, Ctrl+F FIZIF A
Za—N\—p5 M8HE] 5BVFI, BEMIC. [SwissProt_complete | EAHDL, BEERITULE

P
BELIZIFFUN:  SwissProt_complete]
BEIDHE

O kA @ FAD)

O A Fr  aFEERFR0

REREBAIC SwissProt OBHICRET BERIBINEDHNDFET,

rame s=Pro
$local _incoming directory = $SEQUENCE/SW issProt/incoming”; @
$local _eurrent_directory = "BSEQUENCE/SwissProt/current ™ M

} ilsn‘ ($ARGYLO] eq SwwssProt comp\ete fr’om _FBI7Y {

$fasta_file_url =
“ftp://tte.ebi. ac uk/pub/dat abases/un iprot/current _release/know | edeebase/comp lete/uniprot _sprot . fasta.ez”;
I %na:tne file ?rl | = "ttpi//tte.ebi.ac. Uk/pub/databases/uniprot /current re|ease/know|edgebase/comp|et e/reldate. txt”
reterence, e _ur

“ftpi A tp.ebiac. uk/pub/dat abases/un iprot/current _release/know| edzebase/comp|ete/uniprot _serot . dat. g2”;
Praonomy file url[0] “ftp://fte.nchi.nib. zov/pub/taxonony/taxdunp. tar. g2
$taxonomy_file_url[l

“fip: /it p.ebi.ac. uke/pubdat abases/un iprot/current _release/know! edgebase/comp lete/docs/spec ist.txt”
Pversion_regex = ’SwissProt¥st. fRelease¥s+([Yd. s

& SwigsProt_varsplic_from_EBI

}elsit ($4RGVI0] ea "SwissProf_varsplic_frem EBI™) {

_rame = "SwissProt

$taxonomy_file_url[1] ZCELEEV, BIETDIT 71 ILH
"ftp:/ /ftp.ebi.ac.uk/pub/databases/uniprot/current_release/knowledgebase/

complete/docs/speclist.txt";
EZO>TNEIN, TNz

“http://www.matrixscience.com/downloads/speclist.txt”;

CEBULET, HIC. TRED *;° ZElED. SIFRLES0.

Ig SwissProt_complete_f rom_FBI

I elsif (BARGYL0] eq "Swi ssProf_comelete from _EBI7)
bfname = "SwissProt”;
local _incoming_directory = $SEC!UENCE/SW issProt/incomi ng H
local_current_directory = "BSEOURNCE/Swi==Prot /current
. HastafileurT =
ftp://ftp.ebi.ac. uk/pub/dat abases/un iprot/current _release/know|edeebase/complete/uniprot _sprot. fasta.ez”
$rame_file url “Hp:/fTtp.ebi.ac. Uk/pub/databases/uniprot /ourrent _rel ease/know| edgebase/comp lete/reldate. txt”
 Sreference file url
fip: //‘F tp.ebi. .ac. uk/pub/dat abases/’un iPr rot /’cur rent _rel ease/’know | edgebase/’comp lete/uniprot_serot.dat.gz”;

L ‘[axonomy_f ile_urll1] = http:/Awmw. mat rixscience. com/down | cads/spec| ist. txt; | |
m

I - 3 g = rpn ’

it
g SwissProt_varsel ic_f rom_FBI
belsit (BARGY[O] eq "SwissProf_varselic from _EBI™) I

b_namne = “SwissProt”
$local incoming directory = $SEQUENCE/SW|SSP rot/incoming”™;
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IS[CHITT, T# Onlyl ZEFLFEI, T#] & Onlyl OBICIFZANR—ZADADFEITOTTIEELE
é(l\o

-

BE

BEIDIIFIIN: # Only

BEIEAME

ot s B OIAD @ FAD

L

BREEBERISINDT T # Only use --ignore-length option if desperate] M1 D_LED1T,

r $sysCall .= " --directory-prefix=fdownload_directory";)] Z2=#ZFI., TRHOIE1T
DFHEIC T#] ZDITTIXY PO RUZE. MROBIDXDIRE6TEENLET, FIEBEANDD,
JE—&N—X FTHOMIITIESN, HUIREUONDEIDOTULS, BHORXMIRN— X TITE
BTSN, TEBE<SIRICIE. MASCOT DIEED # LY (T 24 )L kI C:¥inetpub¥mascot ) DIFPA
EBOETTEBITEN,

(Z5Ea0)

$sysCall .=" --directory-prefix=$download_directory";
# Only use --ignore-length option if desperate
#if ($url =~ /~http:/i)

(ZER)

# $sysCall .=" --directory-prefix=$download_directory";

if ($remoteName=="speclist.txt") {
$sysCall .=" -O $download_directory"."/$remoteName";
$sysCall =~ s#¥¥H#H/H#g;
felse {
$sysCall .=" --directory-prefix=$download_directory";
b
# Only use --ignore-length option if desperate
# if ($url =~ /~http:/i) {
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speclist.txt 27T+ —=y FEEIZHS SwissProt F—EZR—ADBEEELBELTHA(CDONT

I7MILF) E|EE) SH(0) FFRNV) ~ILF(H)

i
# download the flle

valall = Pwe
|f ($ENV{ WINDIR 13K
P=wsCall =7 =#/W¥¥le;

while [(($keyv, $value) = each(¥weet options)) |
if (length($valuel) [
swsCall .= 7 Pkev=Pvalue”;
e | Se rr -
PowsCall .= 7 Phey™;

# seems |ike weet carngt cope with --retr-svm|inks and --timestamping

if ($matchlineSave == /¥s+(BmatchName)¥=x3/) |

$=v=Call .= " --timestamping”;
1 elze { . .
svsCall .= 7 --retr-symlirks";

i
####ed|tted ?y takaes%l .

TE%, Ir (I ELBSRELET.
—— =

I71ILF) | \E(E) SH(0) FR(V) ~ILF(H)

FFR(N) Ctrl+N > F
L QLD t_camplete from EBI™) {
“SwissProt”;
P Ezsisga .y $SEQUENCE/SW\SSProt/lncom\ng ; [jl
“$SEQUENCE/Sw i ssProt/current ™
AR—ZHE()...
ERI(P) criep ESfUniprot/current release/knowledzebase/complete/uniprot_sprot. fasta.
- “ftpi//ftp.ebi . ac.uk/pub/dat abases/uniprot/current release/know\edgebase/comp\ete/reldate txt”
ATEIEDHET(X)

s/uniprot/current _release/knowledeebase/completesuniprot _sprot . dat. 22
“Ftp://ftp.nobi . nik. zov/pubdt axenomy/taxdume . tar. g2”;

kit tp: /Zmm. mat rixscience. con/downloads/specl ist . txt;

"Swiss-Prot¥s+. fReleasets+([¥d. _1+)7;

Jtaxonomy_file_url[0]
Jtaxonomy_file_url[1]
Fversion resex

# SwissProt_varsplic_from_EBI

1 elsif (BARGYI0] ea "SwissProt_varselic fronEBI7) {

name = “BuissProt”;
$local _incominz directory = “BSEQUENCE /5m i ssProt /incoming”; <
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