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ⱴ♩ꜞ♇◒☻◘▬◄fi☻  

Ờ  Ồ 

 

Ồ 1 Mascot 3 הההה ♩כ♃☻◒♇▬◒
 

1- 1 PMF Peptide Mass Fingerprint   1- 2 MIS  : MS/MS Ions Search 

 

Ồ 2 ◦☻♥ⱶ 8 הההה 
 

2- 1 ♁ⱨ♩►◄▪   2- 2 Ⱡ♇♩꞉כ◒   2- 3 ◒ꜝ▬▪fi♩♁ⱨ♩►◄▪ 

2- 4 ⱨ◊ꜟ♄   2- -2  ☻כⱬ♃כ♦ 5 6 ⱴ♬ꜙ▪ꜟ  2- 7 Mascot─  

 

Ồ 3 Mascot ─ ≤  12 הההה 

3- 1 Mascot ─   3- 2   3- 3 PMF  : Peptide Mass Fingerprint  

3- 4 MIS  : MS/MS Ions Search  3- 5 SQ  : Sequence Query 

 

Ồ 4 ☻◖▪ꜞfi◓ 18 הההה 

4- 1 ☻◖▪≤   4- 2 Identity ≤Homology   4- 3 FDR : False Discovery Rate  

 

Ồ 5  22 הההה
 

5- 1 Ɑכ☺─   5- 2 ⱨ◊כⱴ♇♩◖fi♩꜡כꜟⱤⱠꜟ  5- 3 ♃fiⱤ◒ ─    

5- 4 Concise Protein Summary (PMF)  5- 5 Protein Summary (PMF)  5- 6 Protein View (PMF/MIS/SQ) 

5- 7 Protein Family Summary (MIS/SQ)   5- 8 Peptide Summary (MIS/SQ)   

5- 9 Select Summary (MIS/SQ)  5- 10 Peptide View (MIS/SQ)   5- 11 ─  (PMF/MIS/SQ) 

5- 12 Report Builder (MIS/SQ)  

 

Ồ 6 ◦☻♥ⱶ≤─  38 הההה 

6- 1 ▪☺꜠fi♩ה♥◒ⱡ꜡☺6  כ- -6  ☻◒♇◄▬◘הכⱦכ◄ 2 3    

6- -fi♥▫ⱨ▫♇◒  6◄▬◘כꜗ◦♇▫ⱨ⸗כ◘ 4 -6  ☼כ♃כ◊► 5 6    

6- 7 Ɫ▬♥◒ⱡ꜡☺6  ☼כ- 8 Ⱪꜟ◌הכ♄ꜟ♩♬◒☻ 

 

Ồ 7 Mascot ─   Mascot Daemon 41 הההה 

7- 1 ▬fi☻♩7  ꜟכ- 2 ⱴ♬ꜙ▪ꜟ 

 

Ồ 8 Mascot Server─  42 הההה 

8- 1 Welcome♩♇ⱪⱭ8  ☺כ- 2 ꜡◓ Search Log 

8- ☻כⱬ♃כ♦ 3 Database Status  8- 4 Configuration Editor  

8- 5 ☿◐ꜙꜞ♥▫  8- 6 ─♦ⱨ◊ꜟ♩   8- -8  ◓꜡כꜝ◄ 7 8 Ᵽ♇◒▪♇ⱪ 
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ⱴ♩ꜞ♇◒☻◘▬◄fi☻  

1₈Welcome₉♩♇ⱪⱭכ☺ 

ᵒ 

ᵑ 

ᵒ 

Ồ 1 Mascot  ♩כ♃☻◒♇▬◒

1- 1 PMF  : Peptide Mass Fingerprint                                               

1- 1- 1 Mascot Server┼─               

WebⱩꜝ►◙╩ ⇔⁸ ─▪♪꜠☻⌐▪◒☿☻⇔≡ↄ∞

↕™⁹ⱱ☻♩ │Mascot Server⅜▬fi☻♩כꜟ↕╣≡™╢PC

─ⱱ☻♩ ≢∆⁹ 

  ᵑ  http:// ⱱ☻♩ /mascot/  

Mascot Server⌐ ↕╣⁸ 1─₈Welcome₉♩♇ⱪⱭכ

☺⅜ ↕╣╕∆⁹o  [ Mascot]ꜞfi◒╩◒ꜞ♇◒⇔≡ↄ∞↕

™⁹ 2⌐ ∆⁸ ╩ ∆╢√╘─₈Mascot Search₉

Ɑכ☺⅜ ↕╣╕∆⁹ 

 

1- 1- 2 ─                                   

MS─ ☻Ɑ◒♩ꜟ♦כ♃⌐ ∆╢Mascot │

PMF(Peptide Mass Fingerprint) ≤ ╪≢⅔╡⁸MS─

☻Ɑ◒♩ꜟ⌐ⱴ♇♅∆╢♃fiⱤ◒ ╩ ה ⇔╕∆⁹

₈Mascot Search₉Ɑכ☺ ( 2) ─  ᵓ  [ Peptide Mass 

Fingerprint ] ꜞfi◒╩◒ꜞ♇◒⇔≡ↄ∞↕™⁹ 3⌐ ∆⁸

PMF ╩ ∆╢√╘─₈MASCOT Peptide Mass 

Fingerprint ₉Ɑכ☺⅜ ↕╣╕∆⁹ 

 

1- 1- 3 ─ ≤ ─                       

₈MASCOT Peptide Mass Fingerprint₉Ɑכ☺( 3)⌐⅔™

≡⁸ 

ה  ⇔√™ ☻כⱬ♃כ♦ ᵔ [ Database(s)]  

ה   

 ᵕ [ Enzyme]  

 ᵖ [ Allow up to ] ◘▬♩  

 ᵗ [ Fixed modifications ]  

 ᵘ [ Variable modifications ]  

ה  ─ ᵙ [ Peptide tol. ±]   

╩ ≤⇔≡ ⇔≡ↄ∞↕™⁹ 

[ Fixed modifications ] ⁸[ Variable modifications ]─

│⁸ ─ꜞ☻♩Ⱳ♇◒☻⌐№╢◄fi♩ꜞ╩◒ꜞ♇◒⇔⁸

[ < ] Ⱳ♃fi≢ ►▬fi♪►⌐ ⇔≡ↄ∞↕™⁹ ►▬

fi♪►⌐№╢◄fi♩ꜞ╩ ⇔⁸[ > ] Ⱳ♃fi╩ ∆≤

─ꜞ☻♩Ⱳ♇◒☻⌐ ╡╕∆⁹ 

[ Your name]⁸[ Email]⁸[ Search title ] ┼─

│ ≢∆⅜⁸↓↓≢ ⇔√ │ ─Mascot

╩ ┘ ∆ ⌐ ∆╢↓≤⅜≢⅝╕∆─≢⁸

∆╢↓≤╩⅔ ╘⇔╕∆⁹ 

ᵚ [ Data file ]─[ ]Ⱳ♃fi⅛╠ ╩ꜟ▬□ⱨ♃כ♦ ⇔√ ⁸ᵛ [Start Search ...] Ⱳ♃fi╩ ⇔≡ↄ∞↕™⁹ 

3─ ≢│ ≤⇔≡⁸ 

 ᵔ [ Database(s)]  = "SwissProt"  

 ᵕ [ Enzyme]  = "Trypsin"  

2₈Mascot Search₉Ɑכ☺ 

ᵓ 

3₈MASCOT Peptide Mass Fingerprint₉Ɑכ☺ 

ᵔ 
ᵕ 
ᵖ 

ᵗ 

ᵘ 
ᵙ 

ᵚ 

ᵛ 
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ⱴ♩ꜞ♇◒☻◘▬◄fi☻  

 ᵖ [ Allow up to ]  "1" missed cleavages  

 ᵗ [ Fixed modifications ]  = "Carbamidomethyl (C)"  

 ᵘ [ Variable modifications ]  = "Oxidation (M)"  

 ᵙ [ Peptide tol. ±]  = "0.2" "Da"  

 ᵚ [ Data file ]  = Mascot Server PC ─ "C:\ inetpub \ mascot \ mskk\ sampledata\ pmfSample.mgf" ⱨ□▬ꜟ 

╩ ⇔≡™╕∆⁹ 

 

1- 1- 4 ─                                        

ᵛ [Start Search ...] Ⱳ♃fi╩ ∆≤⁸Mascot ─

╩ ∆Ɑכ☺⅜ ↕╣√ ⁸ ⅜ ∆╢≤ ╩╕≤

╘√₈Mascot Search Results₉Ɑכ☺⅜ ↕╣╕∆( 4)⁹

₈Mascot Search Results₉Ɑכ☺│ ─╟℮⌂ ≢ ↕╣≡

™╕∆⁹ 

(1) Ⱬ♇♄  

◙כꜚה   

ה  ⱷכꜟ▪♪꜠☻ 

ה  ♃▬♩ꜟ 

ꜟ▬□ⱨ♃כ♦MSה   

ה  ☻כⱬ♃כ♦ ≤♃fiⱤ◒ ◄fi♩ꜞ  

ה   

ה  ╙ ™☻◖▪╩ ≈♃fiⱤ◒  

(2) Mascot Score Histogram  

ה  ☻◖▪( 4─ ≢│₈70₉)  

▪◖☻ה  ( ≢ⱥ♇♩⇔√♃fiⱤ◒ ─☻◖▪ )  

(3) Concise  Protein Snmmary Report 

PMF ≢│⁸ ⅜ ⌂╢2 ─ Ɑכ☺

(₈Concise Protein Summary Report₉≤₈Protein Summary 

Report₉) ╩ ⇔≡™╕∆⅜⁸ 4─ ≢│₈Concise 

Protein Summary Report₉Ɑכ☺╩ ⇔≡™╕∆⁹ 

(4) ♃fiⱤ◒  

ⱥ♇♩⇔√♃fiⱤ◒ ⌐ ∆╢ ─ ╩ ⇔≡™╕∆⁹ 

♩♇ⱥה  ( 4≢│₈1.₉)  

fiꜛ◦♇☿◒▪ה  ( 4≢│₈OPSD_HUMAN₉⌂≥)  

◒Mass(♃fiⱤה  ─ 4≢│₈39437₉)  

▪◖☻Score(ⱪ꜡♥▬fiה  4≢│₈102₉)  

)Expectה  4≢│₈3.3e- 005₉)  

♪♅Matches(ⱴ♇♅⇔√Ɑⱪה  4≢│₈11₉)   

◒fiⱤ♃ה  ( 4≢│₈Rhodopsin OS=Homo ...₉⌂≥)  

◒Ⱪ☿♇♩⌂♃fiⱤ◘ה  ( 4≢│₈OPSD_MACFA₉⌂≥)  

(5) Search Parameters  

↓─ ⌐ ™√ ╩Ɑכ☺─ ⌐ ⇔≡™╕

∆⁹ 

▪◒☿♇◦ꜛfi ( 4≢│₈OPSD_HUMAN₉⌂≥)│₈Protein 

View₉Ɑכ☺┼─ꜞfi◒⌐⌂∫≡⅔╡⁸ 5⌐ ∆╟℮⌐⁸∕─♃

fiⱤ◒ ⌐ ∆╢╟╡ ⌂ ╩ ╢↓≤⅜≢⅝╕∆⁹ 

↓─PMF ( 4)≢│⁸ ☻◖▪(70)╟╡ ⅝⌂ⱪ꜡♥

▬fi☻◖▪╩ ≈⁸OPSD_HUMAN(Rodopsin , ⱪ꜡♥▬fi☻◖▪102)⅜ ↕╣≡™╕∆⁹ 

─ ⇔™ ⌐≈™≡│₈5 ₉╩↔ ↄ∞↕™⁹ 

 

 

4₈Mascot Search Results ₉Ɑכ☺ 

5₈Protein View ₉Ɑכ☺ 
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ⱴ♩ꜞ♇◒☻◘▬◄fi☻  

1- 2 MIS  : MS/MS Ions Search                                                     

1- 2- 1 Mascot Server ┼─                                   

WebⱩꜝ►◙╩ ⇔⁸ ─▪♪꜠☻⌐▪◒☿☻⇔≡ↄ∞

↕™⁹ⱱ☻♩ │Mascot Server⅜▬fi☻♩כꜟ↕╣≡™╢

PC─ⱱ☻♩ ≢∆⁹ 

ᵑ  http:// ⱱ☻♩ /mascot/  

Mascot Server⌐ ↕╣⁸ 6─₈Welcome₉♩♇ⱪⱭכ

☺⅜ ↕╣╕∆⁹ᵒ [ Mascot]ꜞfi◒╩◒ꜞ♇◒⇔≡ↄ∞

↕™⁹ 7⌐ ∆⁸ ╩♪כ⸗ ∆╢√╘─₈Mascot 

Search₉Ɑכ☺⅜ ↕╣╕∆⁹ 

 

1- 2- ─♪כ⸗ 2                                         

MS/MS─ ☻Ɑ◒♩ꜟ♦כ♃⌐ ∆╢Mascot │

MIS(MS/MS Ion Search)  ≤ ╪≢⅔╡⁸MS/MS─ ☻

Ɑ◒♩ꜟ⌐ⱴ♇♅∆╢Ɑⱪ♅♪╩ ה ∆╢≤≤╙⌐⁸

─ (Principle of Parsimony) ⌐ ≠™≡⁸ ↕╣

√Ɑⱪ♅♪⅜ ∆╢♃fiⱤ◒ ╩ ⇔⁸ ◘fiⱪꜟ⌐

╕╣╢♃fiⱤ◒ ╩ ⇔╕∆⁹₈Mascot Search₉Ɑכ☺

( 7)─ ᵓ [ MS/MS Ion Search]ꜞfi◒╩◒ꜞ♇◒⇔≡ↄ∞

↕™⁹MIS ╩ ∆╢√╘─₈MASCOT MS/MS Ions 

Search₉Ɑכ☺⅜ ↕╣╕∆( 8)⁹ 

 

1- 2- 3 ─ ≤ ─                              

₈MASCOT MS/MS Ions Search₉Ɑכ☺( 8)⌐⅔™≡⁸ 

ה  ⇔√™ ☻כⱬ♃כ♦ ᵔ [ Database(s)]  

ה   

 ᵕ [ Enzyme]  

 ᵖ [ Allow up to ] ◘▬♩  

 ᵗ [ Fixed modifications ]  

 ᵘ [ Variable modifications ]  

ה  ─ ≤  

 ᵙ [ Peptide tol. ±]  

ⱪꜞ◌כ◘▬○fi─  

 ᵚ [ MS/MS tol. ±]  

ⱪ꜡♄◒♩▬○fi─  

 ᵜ [ Instrument ] ─  

╩ ≤⇔≡ ⇔≡ↄ∞↕™⁹ 

[ Fixed modifications ] ⁸[ Variable modifications ]─

│⁸ ─ꜞ☻♩Ⱳ♇◒☻⌐№╢◄fi♩ꜞ╩◒ꜞ♇◒⇔⁸

[ < ] Ⱳ♃fi≢ ►▬fi♪►⌐ ⇔≡ↄ∞↕™⁹ ►

▬fi♪►─◄fi♩ꜞ╩ ⇔⁸[ > ] Ⱳ♃fi╩ ∆≤ ꜞ☻♩Ⱳ♇◒☻⌐ ╡╕∆⁹ 

[ Your name]⁸[ Email]⁸[ Search title ] ┼─ │ ≢∆⅜⁸↓↓≢ ⇔√ │ ─Mascot

╩ ┘ ∆ ⌐ ∆╢↓≤⅜≢⅝╕∆─≢⁸ ∆╢↓≤╩⅔ ╘⇔╕∆⁹ 

ᵛ [ Data file ]─[ ]Ⱳ♃fi⅛╠ ╩ꜟ▬□ⱨ♃כ♦ ⇔√ ⁸ᵝ [Start Search ...] Ⱳ♃fi╩ ⇔≡ↄ∞↕™⁹ 

8─ ≢│ ≤⇔≡⁸ 

 ᵔ [ Database(s)]  = "SwissProt"  

 ᵕ [ Enzyme]  = "Lys - C/P"  

 ᵖ [ Allow up to ]  "1" missed cleavages  

6₈Welcome₉♩♇ⱪⱭכ☺ 

ᵒ 

ᵑ 

ᵒ 

7₈Mascot Search₉Ɑכ☺ 

ᵓ 

8₈MASCOT MS/MS Ions Search₉Ɑכ☺ 

ᵔ 
ᵕ 
ᵖ 

ᵗ 

ᵘ 
ᵙ ᵚ 

ᵛ 

ᵜ 

ᵝ 
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ⱴ♩ꜞ♇◒☻◘▬◄fi☻  

 ᵗ [ Fixed modifications ]  = "Carbamidomethyl (C)"  

 ᵘ [ Variable modifications ]  = " Phospho ( ST)"  

 ᵙ [ Peptide tol. ±]  = "50 " " ppm"  

 ᵚ [ Data file ]  = Mascot Server PC ─ "C:\ inetpub \ mascot\ mskk\ sampledata\ errorTolSample.mgf" ⱨ□▬ꜟ 

╩ ⇔≡™╕∆⁹ 

 

1- 2- 4 ─                                       

ᵝ [Start Search ...] Ⱳ♃fi╩ ∆≤⁸Mascot ─

╩ ∆Ɑכ☺⅜ ↕╣√ ⁸ ⅜ ∆╢≤

╩╕≤╘√₈Mascot Search Results₉Ɑכ☺⅜ ↕╣╕

∆( 9)⁹₈Mascot Search Results₉Ɑכ☺│ ─╟℮⌂

≢ ↕╣≡™╕∆⁹ 

(1) Ⱬ♇♄  

◙כꜚה   

ה  ⱷכꜟ▪♪꜠☻ 

ה  ♃▬♩ꜟ 

ꜟ▬□ⱨ♃כ♦MSה   

ה  ☻כⱬ♃כ♦ ≤♃fiⱤ◒ ◄fi♩ꜞ  

ה   

ה  ☻◖▪╩ ⅎ√♃fiⱤ◒  

(2) Mascot Score Histogram  

ה  ☻◖▪( 9─ ≢│37)  

▪◖☻ה  (ⱥ♇♩⇔√♃fiⱤ◒ ─☻◖▪ )   

(3) Ɑכ☺  

MIS ≢│⁸ ⅜ ⌂╢3 ─ Ɑכ

☺(₈Protein Family Summary Report₉⁸₈Peptide 

Summary Report₉⁸₈Select Summary Report₉)╩

⇔≡™╕∆⅜⁸ 9─ ≢│₈Peptide Summary Report₉

╩ ⇔≡™╕∆⁹ 

(4) ♃fiⱤ◒  

ⱥ♇♩⇔√♃fiⱤ◒ ⌐ ∆╢ ─ ╩ ⇔≡™╕∆⁹ 

♩♇ⱥה  ( 9≢│₈1.₉)  

fiꜛ◦♇☿◒▪ה  ( 9≢│₈ELM1_YEAST₉)  

◒Mass(♃fiⱤה  ─ 9≢│₈72903₉)  

▪◖☻Score(ⱪ꜡♥▬fiה  9≢│₈266₉)  

♪♅Matches(ⱴ♇♅⇔√Ɑⱪה  9≢│₈3₉⁸ ☻◖▪ ─▬○fi☻◖▪╩ ≈Ɑⱪ♅♪ │ ─₈3₉)  

√⇔♅♇Sequences(ⱴה  9≢│₈3₉⁸ ☻◖▪ ─▬○fi☻◖▪╩ ≈ │ ─₈3₉)  

◒fiⱤ♃ה  ( 9≢│₈Serine/threonine - protein ... ₉)  

◒fiⱤ♃ה  ⌐ ∆╢Ɑⱪ♅♪⌐ ∆╢ ( Query MS/MS─ ☻Ɑ◒♩ꜟ♦כ♃─ ⇔ (◒◄ꜞ ≤ ╪≢™╕

∆)⁸Observed ⱪꜞ◌כ◘▬○fi ⁸Mr(expt) ⱪꜞ◌כ◘▬○fi ─Mr ⁸Mr(calc) ⱪꜞ◌כ◘

▬○fi ─Mr ⁸ppm ⱪꜞ◌כ◘▬○fi ─ ≤ ─ (ppm )⁸Miss ◘▬♩ ⁸Score

▬○fi☻◖▪(Ɑⱪ♅♪☻◖▪≤╙ ╪≢™╕∆)⁸Expect ⁸Rank ▬○fi☻◖▪ ⁸Unique ↓─Ɑⱪ♅♪⅜

↓─♃fiⱤ◒ ─╖⌐ ∆╢ │ U ╩ ⁸Peptide Ɑⱪ♅♪─▪Ⱶⱡ ≤ ─ ה ◘▬♩)  

(5) Search Parameters  

╩ ⇔≡™╕∆⁹ 

 

▪◒☿♇◦ꜛfi ( 9≢│₈ELM1_YEAST₉)│₈Protein View ₉─ꜞfi◒⌐⌂∫≡⅔╡⁸ 10⌐ ∆╟℮⌐⁸∕─♃fiⱤ◒

⌐ ∆╢╟╡ ⌂ ╩ ╢↓≤⅜≢⅝╕∆⁹ 

9 Ɑכ☺ (Peptide Summary Report)  
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ⱴ♩ꜞ♇◒☻◘▬◄fi☻  

╕√⁸◒◄ꜞ (MS/MS─ ☻Ɑ◒♩ꜟ♦כ♃─ ⇔

⁸ 9≢│1⁸2⁸3─ )│₈Peptide View₉Ɑכ☺─

ꜞfi◒⌐⌂∫≡⅔╡⁸ 11(◒◄ꜞ 3⌐ ∆╢₈Peptide 

View₉Ɑכ☺)⌐ ∆╟℮⌐⁸ⱪ꜡♄◒♩▬○fi☻Ɑ◒♩ꜟ

─Ⱨכ◒⌐ ∆╢▬○fi◦ꜞכ☼─ ⌂≥╩

∆╢↓≤⅜≢⅝╕∆⁹ 

9─MIS ≢│⁸ ▬○fi☻◖▪╟╡ ⅝⌂▬

○fi☻◖▪╩ ≈ ≈─Ɑⱪ♅♪⅜ ↕╣⁸↓╣╠─Ɑ

ⱪ♅♪│ ELM1_YEAST ⌐ ∆╢↓≤⅜ ↕╣≡™╕

∆⁹ ™╕⇔≡⁸ ◘fiⱪꜟ⌐ ╕╣╢♃fiⱤ◒ │ 

ELM1_YEAST ≢№╢≤ ∆╢↓≤⅜≢⅝╕∆⁹ 

11│◒◄ꜞ 3─MS/MS☻Ɑ◒♩ꜟ⌐ ⇔≡⁸ ╙

™▬○fi☻◖▪(117) ≢ⱴ♇♅⇔√Ɑⱪ♅♪PSSPLMDRTVGK 

─ ╩ ⇔≡™╕∆⁹☻Ɑ◒♩ꜟ ─ ⌐№╢ⱴ♇

♅fi◓ ⌐№╢╟℮⌐⁸N ⅛╠3 ─☿ꜞ

fi(S3)⅜ꜞfi ↕╣≡™╕∆⅜⁸ⱨꜝ◓ⱷfi♥כ◦ꜛfi

─ ⌐↓─ꜞfi ─ ⅜(☻꜡ꜟꜝ♩כꜙ♬) ↓∫≡

™╢√╘⌐⁸ⱪ꜡♄◒♩▬○fi y(10)  ≤ y(11)  ─ │ 

98Da ↕ↄ⌂╡⁸☻Ɑ◒♩ꜟ ─ⱪ꜡♄◒♩▬○fiⱧכ◒

⌐ ↑╠╣√ꜝⱬꜟ≢╙ ∆╢↓≤⅜≢⅝╕∆⅜⁸

y(10) - 98 ⅔╟┘ y(11) - 98 ─Ⱨכ◒⌐ⱴ♇♅⇔≡™╢↓

≤⅜╦⅛╡╕∆⁹ 

◒◄ꜞ 3─MS/MS☻Ɑ◒♩ꜟ⌐ⱴ♇♅∆╢Ɑⱪ♅♪│

⇔╕∆⅜⁸₈Peptide View₉Ɑכ☺─ ⌐│ⱴ

♇♅⇔√Ɑⱪ♅♪─℮∟─▬○fi☻◖▪ 10 ─Ɑⱪ♅

♪ꜞ☻♩⅜ 12─╟℮⌐ ↕╣╕∆⁹₈Score₉ │ⱴ♇

♅⇔√Ɑⱪ♅♪─▬○fi☻◖▪╩ ⇔≡™╕∆⅜⁸

⌐⁸ ⌐ⱴ♇♅⇔√₈ꜝfi◒1 ₉─Ɑⱪ♅♪≤ ⌐ⱴ

♇♅⇔√₈ꜝfi◒2 ₉ ─Ɑⱪ♅♪─▬○fi☻◖▪⌐│

⅝⌂ ⅜ ╘╠╣╕∆⁹₈Sequence₉ ─ │ꜞfi◒
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