BT —AR—REEBY=aT7IL | 1

BT —ANR—EEVY 2Pl
® FILIC

CNFETD/\N—I 3 Y TConfiguration Editor @ [Database maintenance] ~NX—IH'5
B U TUVZMASCOT Server DFRERBN' 2 DICHEISN, TICT —IN—XDFEZEDIL
& UJZ TDataabse Manager] &MASCOT ServerDEFE/ NS X —HEHRET D

Configuration Options] [CRNWTERIDFENICENDH UL,

[Database Manager] [CD\TIE, CTNETHDT—INR—=LEREICINR. T—IN—=2D
71 )LD BEEH DREDRB/SParse Rule MER, SICIERET—INR—=ADT #—~
v FEBICENN UBENICEE T DRE., HRIBHEENENSNZ LU,

AENTIRE, A YR =L/ N=I 3Py TEERDYEERETTEE, [Database Manager |
TIEAURESSHMEEC DN THRBLET,

@& http://mtc20/mascot/x-cgi/db_manager.pl P~oXx

(& Mascot Database Manager x

-l R M P I
X Google BB o757 x| P FEHTST o
| 9% £ Matrix Science - Home... ¥ Yahoo! JAPAN (&) #.(DPogoplug 0 EIIZsEEENS | 5%... }

Databases

Databases (8)

Parse rules (16) Name Status New files Tasks
Tasks (0) IPI_human * Offline (success) [Tue May 8 159:08:17 2012]
Settings IPI_mouse * Offline (success) [Wed May 9 10:44:27 2012]

S —— NCBInr = Offline (success) [Wed May 9 17:28:11 2012]
Enable predefined OriginalDB Offline  (ne URLS)

Gefnisen originadE3  offine
Create new SwissProt = Offline (success) [Wed May 9 03:17:26 2012]

Synchronise custom
definitions

cRAP Offline  (no URLs)
EST_human * Offline (success) [Tue May 8 19:07:05 2012]

*) Entries marked with an asterisk are predefined definitions. Predefined definitions file was |last updated
Tue May 8 17:19:46 2012,

Full database status information is available on the database status page.

Refresh

#100% ~
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® FENTHVDRSIABLBENR-—Y

[0 Database Manager #)JHAZ&E P.3
v Mascot ver. 2.3 D'5D7P v JT5— ~F P.3
v Mascot ver. 2.4 ¥+ >~ X ~—)UBS P.8
[0 Section Bl RFEMADB :: Settings Section P.11
v MASCOT Server (DInternet EFHDTAS P.13
¥ MASCOT Server O WERFETOT S AN\DEHOTES P.13
v JOFIERRE P.14
vV BT —AIR-RBEBHANDES P.16

[0 Section Bl :ZTEMNZB :: Database Manager Section P.17

v BAFT—HN—=ADON/OFF, T—INR—=D 71 )LDIE (B#) P.18

VY TOR=RD 7 A I)VOENSEEEYS - BHHE P.21
v HRT-OIXR-DEN P.23
- predefined database definition P.24 - template P.28
- copy P.34 -custom P.36
O Section Bl FREND :: Tasks Section P.45
vV TOR-IEINEBOIER P.45

ESN R/ S R e 8 - 382
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@® Database Manager #)EASTE

O ver2.3H0'5M/N\—I 3 VP v JIEICITOEIERE

Database Manager #EEDREICHEV ), ver. 2.3 DS ver. 2.4 ANDP v TT L — RRICEHT
T—IN—ADBREBTEREZTONEDN DD XTI,

T—AINR—2ADFEBITIEEZTDOBEBE/ N\ P IERT DEHICIE MASCOT DS 1 2 REHR
#% Web 73> T Home — Configuration Editor — Database Manager ZB=FTJ,

{MATR]X

SCIENCE. HOME | MASCOT iHELP

Welcome

This site features Mascot, a powerful search engine that uses mass spectrometry data to identify
proteins from primary sequence databases. To assist you, the help text for Mascot forms a
substantial knowledge base concerning protein identification by MS.

If this is your first visit, please check for browser compatibility and read the small print. If you include

res L] am (vg ] O3 01D U100 Dlegsa 2e e AW W TS 4 Snre am 0 S rOnnare
20([{) Mascor configuration - Mosila Frfo o 5 ]

J7AILE) B|EE) F=N) BEES) Juwiv—4(B) YT ~NLIH)
"} Mascot config... x | { i Mascot SearchLog | i Mascot search st...

{_i Matrix Science - ... (i Masoot configura...

2] - Google AP

€ 9> # | mte07/mascot/x-ogi/ms-config.exe c

(&) < R3~—= @ Firefox EHEVNTHEDS &) BFiZ1—R
Mascot Configuration

Elements Element masses

Amino Acids Amino Acid Data
Modifications Modification definitions
Symbols Symbols used in chemical formulae
Whd Enzymes Enzyme definitions
to Instruments Fragmentation Rules

Quantitation Quantitation Methods
Caopfig e i Global Options in mascot.dat
Sequence databases, Parse Rules and automated downloads

database management.

IN—I3 Y v T%BAICDatabase ManagerZBi< &, REMDKX D ICHEBREEENIR
NFI, ver. 2.4 Tl BT —IXR—ADREICEI LU CParse Rule Z(3 U ET DHRIES
PXMLD 74 )l configuration.xml (O—7R)LF—/\—Dconfig? #)LFR) [CEEHHN
TR, B NET -« ~ www.matrixscience.com [CRBNTEZDIT 71 ILERBELTNET,

REUYI RS TV ABARH
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Database Manager DERFDIZE Tl FT —IN—ADREICEELT. NI THALTWN
EERTEEBZZDT MG L CRIAT D(Keep as Custom) D, ZNEE configuration.xml

71 IVDEREZBA L. MIEEERNICEENZDF T v D UfilT B(Synchronise) D' &2
?R LET., EEFRERELSBINICEINTRDEEIDIMUBNRNBENSL, ZOFEF
INSOAX—FZEEEITBC B Mmport| ZIB/LET,

Mascot Database Manager Configuration Import

Note:
Please disable other programs and scripts that configure or update sequence databases before continuing.

Database Manager can keep your sequence database configuration up to date and schedule the download of new files.

If you choose to use Database Manager, you should not edit mnascot .dat in future, because your changes will be lost. If
you do not wish to use Database Manager now, please ceturn o the Confiqiication Editnr

. (BIREBDEZR)
Database Manager has two kinds of database de

1. Predefined database definition: automatic| @ABET—HFAN—2AT mascot T I A4 FREZERSNTLD
Science website.
2. Custom database definition: Manually maif — Synchronise

You can choose to keep the existing definition (K — .
(Synchronise). Synchronisation means the predg @ NS N©T—HIN—2, 2268 DB EMMREH UIL—IVEBEZE
(FASTA, reference, taxonomy) will be updated.

—
If you do not want to update the files now, choo: Keep as Custom
choosing Synchronise Custom Definitions from theoamoese =TT,

Existing Predefined Match

SwissProt SwissProt perfect  [Synchronise  [+]
NCBInr MNCBInr perfect  [Synchronise  [+|
IPI_human IPI_human perfect  [Synchronize  [+]
EST_human EST_human perfect Synchronize B2
cRAP (none) none
OriginalDB (none) none

Import database configuration by choosing Import.

BRI/ NS A—FEEETBCER< Mmport

BREDBLTIN, SwissProtXODNCBInr/®E, B TET I 2L FEREZER U TUDLE
T—AINR—-2AMD1%E [Synchronise] Z:ERU. B TT I =2 )L SEREEER LU TUVRU\ D
RET—INR=0, BEICAIFIVIZNRE AT —IRX—=2ADIFEIL Keep as Custom ]
MERITDIBZRNEDHLE T,

LYY IRYA T RABASH
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Existing Predefined Match

SwissProt SwissProt perfect  |Synchronise [+
NCBInr NCBInr perfect  |Synchronize  [+]
IPI_human IPI_human perfect  |Synchronize [+
EST_human EST_human perfect Synchronize E3
cRAP {none) none

OriginalDB {none) none

Import database configuration by choosing Import.

Lpert D

Database Manager BE: T —5N—XERIRBEBICDUNT

KANDSHEEOEKREMUTODEDTY,

EBEB& an8a
Existing CNETON=I 3V TRABLULTNZT —HIXR—-2DEM
Predefined configuration.xml A TCTEZRSNTL\DEREDBIR
Match Predefined DREANBE. BFRECD—EE, Perfect '25[
VAN
Synchronise or Synchronise--configuration.xml DEZERNSEANEZ
Keep as Custom Keep as Custom -~ CNFT COEEABTZZDIFFMA

INTCEEE. BB FD Mmport] MY VZBLF T, ImportNY Y &BIT CEBEAEIDE
NI, £RID [Database Manager ] -> [Databases | [CiZHITBDEBOBEEH CI (FX) .

Databases

Databases (6)

Parse rules (15) Name Status New files Tasks

Tasks (4) IPI_human * In use 1 task in queue
Settin-_asks @ NCBInr * In use 1 task in queue
New d;ltabase . OriginalDB In use (no URLs)

Enable predefined SwissProt  * In use 1 task in queue
definition

Create new cRAP Offline  (no URLs)

Synchronise custom EST_human * Offline Mo local FASTA file 1 task in queue
definitions

*) Entries marked with an asterisk are predefined definitions. Predefined definitions file was last
updated Tue May 8 17:19:46 2012,

Full database status information is available on the database status page.

Refresh

Import N9 V1) w D%BEIMNICRIIND [Dtabases! BE

LYY IRYA T RABASH
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Import/h Y V&I E. BIFDD 71 ILED RSN TNDT —IRN=ADH LD ESH
ZHE U LT, BINICT —HIN-ROBHERHEIT. CORETERICHREFET —IX-XI(C
X DMASCOTIRFRN TEDREICZ OTHD, T—IN-ADEHZME L CRABENT
CiEETY, EFMNRERER UICVBS. FECEEIDAETIT>TIIES,

(F—IR=RDT 7/ ILOEBFREET —HIN—IAEHOEBZER T D7375)

ver.2.4 DT —IN-—EHTIOTSARBEFON—I3VTEMELTNETOTIS AL

[FRZDILHAHTEE. CNETOTOTSATERLTNETOT S AKKEREIE<EA
SNBLIZEDET,

HIZICRGTSNEST —IN—XDEFHTOBRAE MMTask] & L TRNODNFE T, TaskDiEH
ESWNITHEDKLDIC ITasks] €O Y3 VICTHERIDENTEETI, LfAlD Database
Manager| -> [Tasks| Z20J) v D F2dE, IRAERTT - REOHHER D TNDTaskH—&ET
RMSNFT, Taskld IEITRHI [RTPJ [F1TRTI OSEIY 3 VICDODNTRRS
NnTNE9,

'a@

@ http://mtc20/mascot /x-cgi/db_manager.pl?sub=tasks L~CX

& Mascot Database Manager x

.2 . g H ™M _ @ - . LN
x Google VBF - o phus 2oz Ao R aLwe- | FA® R BI1> ox
9% 2 Matrix Science - Home... "¥? Yahoo! JAPAN [g] #(DPogoplug @ ETTHEEERS | E8...

:
Databases (7) Database Manager ta S |

’MIG) Database Manager processes scheduled tasks of Task t bt%ﬁ I:P 0) j 7 Ar )bo)g i
Tasks (1)) nonitor.exe) is running.

Task processing is currently enabled. Task qu Ij \J Oo— FE?&EE%E@' 51‘%@
process control
%ﬁ%tj_) No tasks in queue.

Settings

Title Started Progress
_ Dowinload files for NCBInr Wed May 9 17:28:01 [1.0%] Latest predefined definitions file | cgpeel
%’ EP — dbman_download. Pl HCBInr 2012 is already available (last modified 2012-
05-08 17:19:486); using it.

Task log i

%ﬁﬁg?—) Process end time Command Last message
[wed May 9 10:44:27 20121 dbman_download .pl IPI_mouse

(success) Database 'IPI_mouse'
successfully updated.

[Wed May 9 03:17:26 2012]  dbman_download.p| SwissProt (success) No new FASTA file

available; database SwissProt is

®100% ~

Database Manager : Tasks BE

D74 )LD y0— R THE., 7025/ ms-monitor.exeDF DO >VO—RUETI 71U
ZMASCOT CTHRRTEDLDI 7T ILEBRETINE T, ZHRINRIE, Database Status
(Home -> Database Status) C&T —HIN—2ADEFIRNROTER CTEET,

REUYI RS TV ABARH
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BT —HN—2D [Filename| IBEBIC, (Database®) _(/\—Y3VZHIEIBY).fasta &
RHSNTUNET, BED(/N—Y 3 VFHLEEBN)TT —IR-ADFLSZBE LTS,

) @ http: 2 Mascot s... % - #fr Kk Lt

4 logical, 1 physical Intel processors (hyper—threading enahled, dual core). CPUs: 0 7 2 Javailable, using 0 7 23. [0
searches running

Search log monitor log |error log |Error message descriptions |Do not gl‘j = |\1§®7 ‘I’)l/g?@
R EBZTRR I DIBE

localhost/mast O ~ & & X || 2 Matrix Scie... | /2 Mascot conf... | = Mascot Dat...

Name = IPT human Family = C:/inetpub/mascot /sequences IFI_humanscur rent 7 IPT_human_%.Tasta
Filenane = IPI_human_3.87x.fasta Pathname = C:/inetpub/mascot /sequence/IPI_human/current /IPT_human_3.87x.fasta
Status = In use Statistics

State Time = Tue May 08 17:13:05 ¥ searches = 0

Mem mapped = YES Request to mem map = YES Request unmap = NO  Mem locked = NO
Number of threads = 4 Current = YES

I
[ —HeRd Ramily = C: /|netpub/mascut/Sequence/NCBInr/current/NCBInr x.fasta
Filenane = NCBInr_20120502.fasta |Pathname = C:/inetpub/ma: e 1
St W= Statistics
State Time = Wed May 09 04:22:19 # searches = U [FilenamelIBBICIZD 71 )L
o Mem mapped = NO Reguest to mem map = YES Reguest unmap = NO
Humber of threads = 4  GCurrent = HO -
DIN—I 3 VIERHEZIND
W s Ranily = Gifinetpub/masc
lFiIename = NCBInr_20120508.fasta ]Pathname =G /|netpub/mascot/sequence/NCBInr/current/NCBInr 20120508 fasta E
U u ey Statistics Compression warnings Unidentified taxonon
State Time = Wed May 09 04:22:19 searches =0

‘| Mem mapped = YES Reguest to mem map = YEE Reguest unmap = NO Mem locked = NO
Number of threads = 4 Current = YES

Name = SwissPro = i/ inetpub/mascot /sequence/SwissProt fourrent /SwissProt _x.fa

Filenane = SwwssProt _2012_03. fasta Pathname = 0i/inetpub/mascot /sequence/SwissProt fcurrent /SwissProt 2012 _03.fasta
Status = In use Statistics Unidentified taxonomy

State Time = Tue May 08 17:13:05 ¥ searches = 0

Mem mapped = ¥ES Reguest to mem map = YES Reouest unmap = NO Mem locked = NO
Number of threads = 4 Current = YES

Name = Origina = Gifinetpub/mascot /sequence/Original DB/current /Original DB_%.fas

Filenane = Or\gmaIDB _20120807. fasta Pathname = Ci/finetpub/mascot /sequence/Or i zinal DB/current AOr i zinalDB 2012050?
Status = In use Statistics ||
State Time = Tue May 08 17:13:05 ¥ searches = 0

Mem mapped = YES Request to mem map = YES Request unmap = NO  Mem locked = NO
Number of threads = 4 Current = YES

4 | 1 3 I

Database Status B@E: BEDPDT—HIN—X

HBIDNCBIntDLDIC. 2DDBENDT —IR=ADBRZSNTNDT—IANDHD XTI,
[Filename 188 & [Status | IBEBZRLEANTIZE0), HIMTIE, BfUH20120502 DStatus
IEBIE INotinuse] EED>TNET, —FaKDEFLL120120508D73I& MNnuse) EED>THLN
XTI, TNIF20120502DF3IFBHICERSN TR ST, #ULL120120508DF3HMRTEERTIEE
BOTNBBERLTNFET,

Name = NCBInr Family = G:/inetpub/mascot /sequ

" o #0502.fasta Pathname = C:/inetpub/mascot /seq] = — S
Status = Not Statistics @— DB THEEFIRTDIBSE.
04:22:19 # searches = 0

Men napped = NO quuest to men tiap = VES Reauest unmar = NO Men 19 Status DY N Use] [C/> T
Number of threads = 4  Current = NO

21
Nane = NCBInr Family = C:/inetpub/mascot /sequ b\éﬁb‘iﬁﬁﬁﬁﬁﬁ—lﬁb

wB@b 1508 .fasta Pathname = C:finetpub/mascot /sequence/NUBInrcurrent JRCBINT _SOT20000 .1 asta
Status Statistics Compression warnings Unidentified taxonom

04:22:19 # searches = [

Mem mapped = YES  Reguest to mem map = YES  Request unmap = NO Mem locked = NO

Number of threads = 4 Current = YES

LYY IRYA T RABASH
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(Ry D =D CHARFProxyt —/\— & CRIBDRERDF+:Proxyty —/ \—D5EE)

BEEHIOI S ADREICIE. Proxy U —/N\—DRENUBTY, FiliE
Section BIFREMRZ:: Settings Section D TJOFVRES (P. 14) ZCELIZEU)N,

[0 Database Manager FR¥ID5% [ver. 2.4 #Fi3R1 VX ~—)UEF)

1 VRA=)LE. BARATDIT—INR—RICDU\T, MHERSNTL\D SwissProt DRTEZE
%32 L. MASCOT I TRENERINTL \5?—'5’/\‘—273“51@55 UREVWEBDZERSIRIEDA
ELBDFT, TAHIN—RADREFREZITOEAN P I ERITILCHICIFE MASCOT DS &2
Y A& %% Web 7S5 HY T Home — Configuration Editor — Database Manager ZB§=
*9,

Welcome

This site features Mascot, a powerful search engine that uses mass spectrometry data to identify
proteins from primary sequence databases. To assist you, the help text for Mascot forms a
substantial knowledge base concerning protein identification by MS.

If this is \;our first VISIt please check for browser COmDathI“tY and read the small print. If vou |r|clude
o O .1 [ = e ur 20 ] e ran

i Mascot config... x I Mascot SearchLog I Mascot search st...

€& > A ‘ ™} | mtod7/mascot/x-cgi/ms-config.exe

|8 £<BB~—2 @ Firefox ZHENTRED ) BFZ1—A

Mascot Configuration

Elements Element masses

Amino Acids Amino Acid Data
Modifications Modification definitions
Symbaols Symbols used in chemical formulae
Enzymes Enzyme definitions
Instruments Fragmentation Rules

Quantitation Methods
Global Options in mascot.dat
Sequence databases, Parse Rules and automated downloads

Quantitation

Database Status
View the »

gquence databases. Links to database statistics, search status,

Home -> Configuration Editor > Database Manager

"y of the sed
Configuration Editor
Browser-ba#® configuration editors, including security administration and sequence
database management.

REUYI RS TV ABARH
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1 VA —)UERY)ICDatabase Manager i< &, MTFDXRDICHEEREBENIRNE T,
ver. 2.4 Tld. B’BAT—INX—ADFREICE L CParse Rule Z[d UsHE T DBBIBEENXML
T 74 )l configuration.xml (O—7R)LY—/N—Dconfig? # LAN) ICEEDHSNTRO.
2t \BEY 1 b www.matrixscience.com ICRWNWTEZDI 71 ILERBFEALTNET,
Database Manager DERFDZIE Cld. ST —HIN—XDHRECELT. TNETRALTHL)
TERTEEBZZDIIM LU CAAITD (Keep as Custom) N, ZNEL
configuration.xml 7 71 JVDEREZEA L. MEESEHBNICEENZNDF T v DI UKITD
(Synchronise) D' %&IR LE I, SwissProtlCB U TIIREERENBENICEIINTLDED.
ZDFEF/INSA—HIEEEIBCERL Mmport| ZIBLET., (BUIDEDEZEE UIZLIB
BIFEZDRDTIIHDEEA)

Mascot Database Manager Configuration Import

Note:
Please disable other programs and scripts that configure or update sequence databases before continuing.

Database Manager can keep your sequence database configuration up to date and schedule the download of new
files.

l| If you choose to use Database Manager, you should not edit mascot .dat in future, because your changes will be lost, If
you do not wish to use Database Manager now, please return to the Configuration Editor.

| Database Manager has two kinds of database definitions:

1. Predefined database definition: Automatic configuration by downloading up-to-date information from the Matrix
Science website.
2. Custom database definition: Manually maintained configuration.

Il You can choose to keep the existing definition (Keep as Custom) or synchronise with a predefined definition
(Synchronise). Synchronisation means the predefined database definition will be applied, and the database files
(FASTA, reference, taxonomy) will be updated.

If you do not want to update the files now, choose Keep as Custom. You can synchronise at any time in the future by
choosing Synchranise Custom Definitions from the Database menu.

Existing Predefined Match
SwissProt SwissProt perfect  [Synchronize [+

Import database configuration by choosing Import.

\ ST BRI/ NS A—5EREFBTEBL Mmport

Database Manager #)EiEEEE

f#R%. BE N MMmport] MY VEBLEY, ImporthY V&I CEBANINDENDE
9, ZLAID Database Manager| -> [Databases| [Ci%XIDEBOBE TCI (REX) .

LYY IRYA T RABASH
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r o e e |
o y ¥
el\y_l@ http://localhost/mascot 2 ~ ¢ X || & » | 2 Masco, {ni “A? ‘:3’
Database Manager D
atabases
Databases (1)
1 parse rules (6) Name Status New files
|| |Tasks (1) SwissProt = Inuse | Update Deactivate |NDownloading (42.2% )
Settings

\ New database *) Entries marked with an asterisk are predefined definitions. Prede taxonomy/taxdump.targz> (try
Enable predefined last updated Fri Jun 1 16:32:43 2012. KB/s (9.84 MB/21.27 MB, 165 rer

definition Full database status information is available on the database status page.
Create new

ﬁ Downloading «ftp://ftp.ncbi.nih.

Refresh

Synchronise custom
definitions

i
http://localhost/mascot /x-cgi/db_manager.pl?sub=tasks ]

Import/NS V&I &, BEFEDT 71 JUIDVDA)KD A VF—R vy FCABESNTINDT—
IR=ZADIBFH UNDEDSHZHEL. BENICT—IN—ADENZERHE T COERME
TRICEFET — IR —RICXTT DMASCOTIRRN TEDRREICE > TNEI DT, T —HIN—
ADEHIIAE LU TUEDOEEERBDRAT v INBITUT S, BFRRISE N T DR
IECTESBEF T VI UTLIEEN,

(R RO =D R Proxyt —/\—& CHADRBERDH:Proxy —/\—DERE])

BESEH TOTSLADETEICIE. Proxy H—/\—DEENUBTY, 53
Section BlIFXEMND:: Settings Section D [TJOFVERFE] (P. 14) ZECELI L),

[SwissProtMHN DT —IN— D 71 )V EFEROREIC T BDFTE]

DVD RICERBSN TN DRRAT —IN—X (S SwissProt DHTI N, MASCOT BDT
—IN=ELUTEZDMICERREINTNDT —IN=20, CBETHEHRSINLZT—HIN—
A=BAITDENTEFT,

T—AIN—=7ZEN - EAT BDIIEIC DU T, Section BIFRFERS:: Database Manager
Section(P. 22)Z2 &2,
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@® Section BIERTEND :: Settings Section

Settings IBE CRIAEL DT TUTDA4BEEDREEENTLETT,

MASCOT Server DInternet EHDOD

MASCOT Server D AETOT S AN\OEHOIS
- JOFVEE

BoSI T — IR — R DIBHRAIB DEEFE

Settings 2 ¥ 3 VEBBENIZ. BEZLBID [Database Manager | - [Settings| Z2'J v
OLUET,

-cgi/db_managerpl

4 »

= )
FAGPYT Za-A  A-L #E
5% 2] Matrix Science - Home... “¥r Yahoo! JAPAN (5] #:MPogoplug @ EITIEEERS |52,

Databases

Databases (7)

*x Google - ez 9 =

Parse rules (16) Name Status New files Tasks

%7 IPI_human * In use (success) [Tue May 8 19:08:17 2012]
I' Settings IPI_mouse * In use (success) [Wed May 9 10:44:27 2012]
NCBInr * Inuse (success) [Wed May 9 17:28:11 2012]

: OriginalDB In use URL
ISettings. g {re URL)
SwissProt  * Inuse | Update (success) [Wed May 9 03:17:26 2012]
Create new

Synchronise custom CcRAP Offline  (no URLs)
definitions EST_human * Offline (success) [Tue May 8 19:07:05 2012]

*) Entries marked with an asterisk are predefined definitions. Predefined definitions file was last updated Tue
May 8 17:19:46 2012,

Full database status information is available on the database status page.

Refresh

®100% -
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SettingsDEMEIE. ENSIEIC.

TMASCOT Server MInternet E#HMDTAE] MASCOT Server D HET OIS AN\DESR

(OLEIESEEN

@ http://mtc20/mascot /x-cgi/db_managerpl?sub=settings £ - € X || @ Mascot Database Manag... x

o] < . .
I > Google VR | oshuy —an s mA L

5k £ Matrix Science - Home... ¥ Yahoo! JAPAN (5] #uPogoplug & EITTEEEES | 3

(] o M 2] ‘ 7 EE» g+t o4 ﬂ.\E'

Mascot Database Manager Settings

Databases (7)
Parse rules (16)

Tasks (0) Internet access settings

I Allow Internet access?

Database Manager may access the Internet for two purposes:

Settings

Settings

Proxy settings

1. Download the latest configuration infermation from the Matrix Science website.
2. Download new database files.

If the Mascot Server machine has no Internet connection, or if you do not wish Database Manager to access the
Internet, this behaviour can be disabled.

Internet access is enabled.

Changing this setting will take effect immediately. Update tasks that are currently running will be allowed to continue
until they are done.

Dizable

Allow external full-text reports?

By default, if a database definition has an external full-text report source (an external URL), Mascot report scripts will
download and display the extra data when protein details are viewed. This behaviour can be disabled

External full-text report access is enabled.

Changing this setting will take effect immediately for all active and inactive database definitions.

m

H100% v

Settings BE L 30

WS FTTOFVEE] BT —IN—EHMUBDFE ] ICETTDEBEDY Y IDKY Y

MUMATNET,

tc20/ mascot/x-cgi/db_manager.pl?sub=settings B - & X || & mascot Database Manag...

9 =) ‘ - -
‘?‘Zﬁhwj’ 2oz sl mE pLy- | W OFA» A

9 £ Matrix Science - Home... "¥» Yahoo! JAPAN (8] #DPogoplug & ElI+3REEiENS |

I| * Google v | P mE -

Proxy settings

You may need to define proxy settings to enable Database Manager to access the Internet, depending on your local
network and Internet connection.

HTTP proxy strategy:

. Try Database Manager proxy settings (currently no proxy settings defined).

. Try mascot .dat settings {currently no proxy settings defined).

. Try proxy settings defined in the system environment (currently no proxy settings defined for CGI scripts).
. Direct connection without proxy.

LR e

URL test succeeds; Database Manager can access http://www.matrixscience.com/downloads/databases_1.xml from
the Mascot server machine.

Ed

oxy settings

Sequence directory settings
—

Sequence databases are usually stored in a single sequence directory. The default path is
C:/inetpub/mascot/sequence, but this can be changed below.

Note that you can always change the sequence directory for individual database definitions when creating a new
database definition.

Sequence directory: G/inetpub/mascot/sequence

(If you leave the value empty, it will be reset to the default path.)

m

#,100%

-

Settings BE &0
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O MASCOTH —/\—D+ VA —Rv NADEHFD [Internet access
settings)

MASCOT Tld FEICT—HINR=T 71 JVEVSXD. databaseDEZI 7 1 ILDF T v IDIT
DI =Ry FCEHELULET, 1 VY —R Y BNDEHZHLEURU\ES. [Internet access
settings] IBE CREZZLE LN EBZ 23BN TEFET,

Internet access settings

Allow Internet access?
Database Manager may access the Internet for two purposes:

1. Download the latest configuration information from the Matrix Science website.
2. Download new database files.

If the Mascot Server machine has no Internet connection, or if you do not wish Database Manager to access the
Internet, this behaviour can be disj

Fa—=1y <)
Internet access i (_IEEODURXEWG

Changing this setting will take effect immediately. Update tasks that are currently running will be allowed to continue
until they are dane

—BEDNIDEZ

0 MASCOT Server O NETOTSAN\DEHEOIS [(Allow external
full-text reports?)

MASCOT D#EREENDP T, 5 VN\DBEDHBIBREERT I DB DD XY, FHBISRIL
O-ADILI3VE2—FICIIYO—RSNED 7 1ILDSEE T DIBE S ABOT —/N—D'5
ST DHBENDHDET, sHBIBTRESDLEHICE Y R VNDBEDBRENET —/N—A\&IT
DBEEFFZVNBE. [Allow external full-text reports?) IBEH CREEZEFT I DBNTEZE
ER

Allow external full-text reports?

By default, if a database definition has an external full-text report source {an external URL), Mascot report scripts will
download and display the extra data when protein dataile are wiewed Thie hehavigur can be disabled.

External full-text report access | @Iﬁﬁmﬁﬁﬁmg

Changing this| ately for all active and inactive database definitions.

—EEDUNEZ

LYY IRYA T RABASH
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O Proxyt—/\—i2%E (Proxy settings)

BIROIED . MASCOTTIET —HN—T 7+ JUESO, databaseDEZER 71 )LDF T v
DDA V=R MTEHRLEI IO AL TNDRY D —DREBICK > TIdProxy —
IN—EBTRNEA V=R ENAEHR CESRNENDNFT, [(Proxy settings] IEE T
ProxylCB8 9 DREZTTINET,

REBBEICIE. [(Proxy settings] IBBA®M. [Edit proxy settings] Z&RULZ T,

Proxy settings

You may need to define proxy settings te enable Database Manager to access the Internet, depending on your local
network and Internet connection.

HTTP proxy strategy:

1. Try Database Manager proxy settings {currently no proxy settings defined).

2. Try mascot .dat settings (currently no proxy settings defined).

3. Try proxy settings defined in the system environment (currently no proxy settings defined for CGI scripts).
4. Direct connection without proxy.

URL test succeeds; Database Manager can access http://www.matrixscience.com/downloads/databases_1.xml from
the Mascot server machine.

TJOFVEBEIL MEdit proxy settings.

TJOF VT —N—DREEENBELET C(REX) , @EHFE<RICEICESRT X ~HThH
NTROD. J/EMNBLITI 71U
http://www.matrixscience.com/downloads/databases 1.xml

[CPOERATEDE Succeeds] ERTUFET,

FEBE CTIE Proxy U—/\—DP U RS M—EICHNZA. BEABNEL—F -/
D—RZEANDTDEANDHDET, F/T. HTTPLEITTRLKFTP [CDWTERTEI DBEH'D
DEI,

LYY IRYA T RABASH


http://www.matrixscience.com/downloads/databases_1.xml

Bl T —AN—REET=aT7I | 15

e "‘—.)‘ & http://mtc20/mascot /x-cgi/db_manager.pl?sut O ~ & X & Mascot Database Man... x H i e
| P = —
- v e . i I = 5 I
| Google S L R ) FanTs B
»

5k £ Matrix Science - Home... ¥ Yahoo! JAPAN (8] #(DPogoplug ¢ EIT3EEiEsss | B

I Mascot Database Manager Settings

Databases (8)
Parse rules (16)
Tasks (0) Proxy settings
Settings
g Proxy testDatabase Manager can access

; http://wwwh s ence.com/downloads/databases_1.xml from the Mascot server
machine.
Summary
Proxy settings HTTP is used for downloading configuration data from the Matrix Science website.

HTTP and FTP are usad for downloading sequence database files from specified
locations. Native FTP proxy sen

Host (HTTP proxy) (7) < Proxy —/N\—PFLU XA,
Bl http://proxy.mascot.ijp/proxy

Port (HTTP proxy) (7]

<~ Proxy R"—t, #i: 8080

User (HTTP proxy) (7}

<~ FREE1— -'j' %CI\ZU |‘
FEARALTHLRNIBE. Z2iE T

ettings will only be saved if they work.

< BRER. BRE[EIC MMestl =i

# 100% -

Proxy Settings BIE
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[0 Sequence 7 #/LA T+ )L REBEFRE [Sequence directory
settings)

MASCOT TEAITDT—IN—DIT 7 IVIET 7 A IVEEHDKREL ULURET 71 ILD
BEZHBACRENE UDENDDET, TP 1 ILOEEHBIEZEE T DICIE. [Sequence
directory settings] DIEBZEHZ, REZBA I DICH [Set MY VB LTI ZSN (R
\>\<) o

Sequence directory settings

Sequence databases are usually stored in a single sequence directory. The default path is
C:/inetpub/mascot/sequence, but this can be changed below.

Mote that you can always change the sequence directory for individual database definitions when creating a new

database definition.
<IREDHEEANS. UEICMUTEEHRZD

Sequence directorl: G inetpubs mascot/sequence I

(If you leave the value empty, it will be reset to the default path.)

Set

—SREFHDER

LYY IRYA T RABASH
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@® Section Bl RFENDS :: Database Manager Section

databases TOY 3V Tl UM RORABDEREREEITOCENTEHELT,

AT —SX—2MDON/OFF
F—HNR—=2T 71 JLOIRE
FT—HINR—=2D 7 1 )LDOENSEEIG « BHRE
FHRT — NN —2DEN

4 4 4 4«

FRT—INR-RBIMEEICBITDICNEITON-Y 3V ENDEER]

ver.2.3FX T3, FiRT —IN—ADEERICHNETS. FASTAD 7 1 )LRFEITDSIFEDIL
—)LTIDEDZIREET MREEUIL—IL] DN IVE 2 —F—IZEBNTNENTICE D
TH#H L. COBHTZLDEBBNEDEDBDE U, FE. BET—IN=2ADIT»1ILI %
=NV MOD P A IIVDREFEBADAEHRICENDBENDD. FSTILOBRD1 DTUR,

HiN—Y 3 VTIEINSDRICETDIRENTONFIUIZ, FF. IDDOREE UIL—ILER
[CDUT. BIREICMASCOTRIMNMERM ERDIL—ILERT LT, A—Y - DREREEEESR
ETRVWKDICULF UL, T2, BANBEIT DI —/N\—LETT—IR-ADBEI 71 )L &
NELU. A—Y—RIOMASCOTAEMNICEH T —/N—DERET P M ILODPEEF TV ITD
A EFEALE UL, CNICKD I 2=V Y RO 21 )LDBEHBAADED D REDEEDK
ENEUEHBE. BICEERAONLCHRERNS 21— —AIOMASCOTICEBEBICXTIS
BR3LDICEDZF LR, EBIC, CNFETWindowsDTaskiREEE > TREL LN ET—IN
—ADNBEEHZ. COBIYIVDPTERRE + RITCETDXRDICLEULH U,

ESN R/ S R e 8 - 382
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(T —IR-EIFEDNERER - FED)

O MASCOTH'BZNICHEBZIREE UIL—ILDEBZEZEITTINDB, A —TF — (3 E@HH
5BIRTDBIEIFTTKRL,

O T=AR-ZADKREBEUIL—IL - FD YO — RFEICEEDRD BN - FHABYICHE
L., MELCHUTEINICEESIEDIENTED,

O T-HR-XBIBHDBE - BEZRETCED

IR, Databases Manager Section C{TDENDTEDREICDOVNT, NIy 3 VTELLH
EHTNET,

O AT —9INXN—2ADON/OFF, F—IN—=DT 71 I)LOIRE (EH)

[Databases section)

Database Manager DRFMDEBE. KITEIETILU—ALD—& L. [Database Manager] -
[Databases| Z20 v D IDEIRMNDBEE C. IRELY Iy THDT—HIN—=2D—EN
RIMSNFT,

Y @ http://mtc20/mascot/x-cgi/db_manager.pl?sub=dbs

% Google M B =22

@ ™. @ | . N
—2-x 7 AL mLey- | AP B o

9% ] Matrix Science - Home... 3 Yahoo! JAPAN [g] #.(DPogoplug & ETEEEERS | #%... ¥, 1EEH - BEaHEs...

! Databases (8) ‘ rDatabaSeSJ
[Earse rules :: Tasks

Tasks (0) IPI_human * In use (success) [Tue May 8 18:08:17 2012]
Settings IPI_mouse * In use (success) [Wed May 9 10:44:27 2012]

New database NCBInr * Inuse (success) [Wed May 9 17:28:11 2012]

Enable predefined OriginalDB Inuse (no URLS)

defricon orginaloss  in use

Create new SwissProt * In use (success) [Wed May 9 03:17:26 2012] 3
Syn_chr_’omse custom

definitions RAP Offline  (no URLS)

EST_human * Offline Activatz |  (success) [Tue May B 19:07:05 2012]

*) Entries marked with an asterisk are predefined definitions. Predefined definitions file was last updated Tue May 8
17:19:46 2012,

Full database status information is available on the database status page.

Refresh

#100% -
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Databases Z2Y3 VTl FHEITDIT—INR—ADOBIRDT IR I 71 ILDEHZ=
75BN TEFET,

ERRR
Databa Sés DB =37 Active /Deactive t)&

([ ome

w files Tasks
IPI_human * - (success) [Tue May 8 19:08:17 2012]

IPI_mouse * In use Update Deactivate | (success) [Wed May 9 10:44:27 2012]

NCBInr * Inuse ||Update | | Deactivate | (success) [Wed May 9 17:28:11 2012]
onginaos  n use o v L Aciver

OriginalDB3  Inuse || Updste | | Deactivate |

szissprot n\usy Update ] [ Deactivate ] {success) [Wed May 9 03:17:26 2012]

EST_human * Offline "\ Updats ] [ Activate ] {success) [Tue May 8 19:07:05 2012]

*1 Entnies marked with an asX{erisk are predefined d (- o~  pns file
was last updated Tue May 8 IN:19:46 2012, #RREl&" Deactive

Full datebase status information 1X available on the database status page.

Refresh * (% MASCOT RIN'SRESE
L ERLTNSDB " Predefined”
Name Status
IPI_human * In use
IPI_mouse * Inuse
NCBInr * In use
CriginalDB In use
OriginalDB3 In use
=4

ST —INR—RADEMEDDNA/N=IY D20 v DITDEZIBT —HIN—ADFRED/N
=93V, I7AIEEOIRRICDONTEIDFULIRDIBHATEFIT (REXD) ,

LYY IRYA T RABASH
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{ i Matrix Science - Home =

k.

Esh— a0 —1

pl2sub=dbs%a3ASwissProt |

-
SIS Database: SwissProt

Databases (8)
Parse rules {16)
Name

Tasks (D) SwiseProt BEI71IU configurationxml RTOHEFR

Settings

Using predefined definition
G

Copy Configuration last updated Tue May & 17:19:46 2012,

Delete Database type
Amino acid (protein database)

Database directory
Ci/inetpub/mascot /sequence/8wissProt /current

Filename pattern Database FASTA 271U

cwissProt_x.fasta DEBEHNTU\DISH
Matching files in dire

SwissProt _2012_03.fasta (243 MB) (current)
SwissProt _2012_03.dat (2.4 GB) (current)

Database status

In use

[ ] Active/Inactive tIDEZ

Scheduled updates
(no schedules defined)

[Cocsrcan | | sBmH2 Y2 -1

Most recent finished task

[Wed May 9 03:17:26 2012] (success) No new FASTA
file available; database SwissProt is up to date.

[ 8 ) |
l Update database now ! F—HIR—2T 71 ILEH

[[ Show configuration details ]] SO (CEHATETEABHLRRZNES

-

Databases {@517—9 X —EBEEBE

REUYI RS TV ABARH
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BBN—I[CHD Update] F/ZIF [Update database now] RIYVEBITE, T—4H
N=RID 7 A IVDEHNZDIHZFTRY—EULET, Y —FTFBDE [Update] DIMY VHBE
B<ZED., Task&E UGEBESV\ A BBEICKRASINET,

* Ry bhDJ—=2(CT Proxy Y—/N\—ZCFASNTL\DIHBE. Database Manager /X—
3T Proxy U —/\—DBENUNE T I, REFIEICDUNTEE UL (S Section BIFRTENS::
Settings Section D TJOFVERE] (P.14) ZELIZE)N,

'@ Mascot Database Ma
IFILE) |EE) F=R(V) BElE) FJwiHT—4(B) Y—ILI) ~JLT(H)

{ i Matrix Science - Home x ] { i Mascet configuration

(& £<B3~—= @ Firefox ZHEVTHED o) BF=1—X

Scheduled updates
(no schedufes defined)

Edit gchedule

Task queue fat |

RS (| S— AN — 27 7 JUBED b 2012)
Mostrecentfini e wx B2 VBB Task

[Wed May 9 03:

database SwissH
aueuel] Z0UwvD
Update databaze

aa S . A ann ey

k available;

Updating will be enabled after the current update task has ended.

Show configuration details

O F=AXR=AT 71 )VOERNZEENS - FHRTE [databases

section)

AR, T —IN—RADEEEREAICHD [Edit Schedule| ZFIT &, ZHT—HIN
— ADISZERNICTT DOICODFREBENIRNET.

REF. BE<Daily>. B:B<Weekly>. BH<Monthly>MD3fEENHNFI CREM)

REUYI RS TV ABARH
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X Gogle| “oyem- | B M m—|§m” D12 g%
3 £ Matrix Scien #hDPogoplug & ETFRESHENS | HR... ¥, hEEE - BEERES..
[databases| :
Database Manager
=g Databases
= - - Name Status New files Tasks
Tasks (0) IPI_human * In use (success) [Tue May 8 19:08:17 2012]
Settings IPI_mouse * In use (success) [Wed May 9 10:44:27 2012]
MNCBInr * In use Update: Deactivate success) [Wed May 9 17:28:11 2012]
QOriginalDB
Enable predefined N
definition Farrn ‘ database Jg;R
Create new SwissProt [ Tn use | Updaie Deactivate | (success) [Wed May 9 03:17:26 2012] 1
Synchronise ¢
definitions Mascot Data -
J7AILE) EBEE) =RV BEGE) Juwds<v—4(B) Y—ILI) ~ILTF(H)
i Matrix Science - Home x I_ Mascot configuration > | 7t Mascot Database Manager.. x | + |
€« > & | 71 mtc20/masoot/x-cgi/db_manager.pl?dbs.edit-mode=;dt 7y = ¢ | | M- Google P|

(8 £<BBEA—= @ Firefox BEVTRED o BF—1—X

, .

Scheduled updates
(no schedules defined*

[ Edit scheduie | FEdit schedule

Task queue (at Tue May 29 21:41:30 2012)
Download files for SwissProt (added Tue May 29 21:41:18 2012)

Most recent finished task

[Wed May 9 03:17:26 2012] (success) No new FASTA file available;
database SwissProt is up to date.

Mascot Database =
I71ILE) REE) =RN) BEE) Jvovd—4B) YT ~LT(H)
i Matrix Science - Home x l_ Mascot configuration o | { i Mascot Database Manager: S... x | 4+ 3
&> # | 71 mtc20/mascot/x-cgi/db_manager.pl?dbs.edit-mode=cron;dbs. {7 v & | |2~ Google P|
(&) £<BB~— @ Firefox ZHENTHED ) BF—1—X

4

Database configuration: SwissProt

Scheduled updates

@ None

O paily at HH + : MM ~

) weekly on v at HH v : MM ~

) Monthly on the <nth= + at HH + : MM ~

[Caneel | | EEHORT Y 1—)LEER Savel

Databases @317 —4/X—2X Edit Schedule B

REUYI RS TV ABARH
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O $FiRT—IN—=2ADEN [databases section]

MASCOTORFEXIRERDT —IN—2ZBNT DIIEICIE AT DA DDITEDBHDFT,

(FRT—IN—RZENT B4 DDIFEEFIART —HNX—2X]

1. INTOBRBENOELZEDICE>IEZY F [predefined database
definition] Z. J 71 ILERBBITMUANEBEFZOFEEEA (-4
R—=2ADZRTBEE TEZ0))

— SwissProt, NCBInr, IPI dOftt. NCBI @ EST, EMBL @ EST % IP|,
trembl FEDRIBEREE

2. LI 1 D lNpredefined definition] Z{EAT 3D, ZaIDMHRE
LTHRIA [template 78]

- 1 TURRPYTEINET—IR—ERBEIIRUED. BEOED

EBRIZZEZIZD. (taxonomy IREHURE) T—HX-AICTSH
DERINEBZE UILRICARIR UEZVNEEREZERE

3. BICHEAUTNDT—=INR=-ADT#—~V v FrZFEAL. BBIDH iR
EUTHA [copy FA)

— predefined DU A RIS TREL, BICEADPOT—HOIN-ANH5E
R, BET—IN—AD/\—Y 3B\ EERT DBEBZEEEE

4 TECBDTHRRTEZCA - #IR  [Custom])

= 1~35\ BOTHERRUIZ FASTA J 71 I)VISEDRIRZERE

REUYI RS TV ABARH
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(1.INXNTOREDOEXEDICE > ZHHENE [predefined database

definition) Z{#f)

MASCOT A CEICEEREZERBLUTNDNSDIDNDT —IR—CDONT. BRESEEE

IHFZOZEZERAI BDFICIT Predefinined database definition ZFIE LFE T, predefined
definition NEFBSNTNDT —IRN-X[FUTDROTT,

contaminants / cRAP - JVA I FCRFEFERICHEBITDYV/INDE,

XXXX EST EMBL [CHDEST T—HNR—-2Z, I3

http:/ /www.matrixscience.com/help/seq db _setup EMBLEST.html CEBLEE
e <UZRZF> Environmental EST , Fungi EST, Invertebrates_EST,
Mammals_EST, Mus_EST, Plants_EST, Prokaryotes_EST, Rodents_EST,
Unclassified_EST, Vertebrates_ EST

EST YYYY NCBI [CHBDEST T—HIN—2Z, FMIIX
http://www.matrixscience.com/help/seq db_setup EST.html CELIEE,
<1JZ > EST human, EST mouse, EST others

IPI 222Z IPIT—ANR—2Z, (Q011FTEHNUEF>TNET) <UZAEL>
IPI_arabidopsis, IPI_bovine, IPI_chicken , IPI_human, IPI_mouse, IPI_rat,

IPI_zebrafish

NCBInr

@® Trembl

SwissProt

UniRef100

LYY IRYA T RABASH
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[ Predefined database definition] ZfE > CTF—HAN—-XZENT DHREBE N\ T2
I BICIE. EIU—AD INew database] - [Enable predefined definition| &2')w />
LET (FED,

3 @ http://mtc20/mascot/x-cgi/db_manager.pl?sub=dbs

Bem- B .= ‘ 13>
TEEE o T e |
I Yahoo! JAPAN [g] #DPogoplug @ B AnE&EES | 35%... ¥ mEEHE - IEESRiBs..
[databases | @ = = =
Database Manager
Databases
Databases (8)
Parse rules (16) Name Status New files Tasks
Tasks (0} IPI_human * In use (success) [Tue May 8 19:08:17 2012]
Settings IPI_mouse * In use (success) [Wed May 9 10:44:27 2012]
Neaw datahace NCBInr * Inuse (success) [Wed May 9 17:28:11 2012]
QOriginalDB In use (no URLs)
originalbgs  1n use
SwissProt  * In use (success) [Wed May 9 03:17:26 2012] 3
Synchronise custom
definitions nan o [rvermesal
. . . eae (success) [Tue May 8 19:07:05 2012]
[Enable predefinied definition.]
T TTETRE T e er=—prewerred definitions. Predefined definitions file was last updated Tue May 8
17:19:46 2012,
Full database status information is available on the database status page.
Refrash
®n100% - ||

ERULEZNT—IN—-—RZEAT. [Enable] RYVEBLFET,

genmtlons EST_human Erable | Already set up as EST_human. -

EST_mouse
EST_others
Fungi_EST [(Enable ]
Human_EST m
Invertebrates_EST m I

1PI_arabidopsis rEnab]eJ

IPI_bovine II
IPI_chicken
IPI_human Erable | Already set up as IPI_human.

m

IPI_mouse [ Enable |
f IPI_rat m
IPI_zebrafish m
| Mammals_EST [Enzble |
| Mus_EST [(Enatle | L

Enable predefined definition BIE

REUYI RS TV ABARH
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BT —INR—=T 71 )LDEEHFZ [Sequence directory] THERL. MUWENLDNIEE

BLEY, ERE.

[Create ] NYVEIBLZET,

x Google

9% £ Matrix Science - Home... “¥? Yahoo! JAPAN (8] #:DPogoplug Y EinE&EES | &%

-

,'.lv..

F +1

Database Manager

Databases (10)
Parse rules (19)
Tasks (1)
Settings

Enable predefined definition

Database name:

IPI_bovine

New database

Enable predefined
definition

Create new

4

G iretpubdmascot/zequence

Database files will be located in the directory IPI_

bovine in the sequence

directory. The new directory will be created if it does not already exist.

Synchronise custom
definitions

Create

Previous

Createl

-

%, 100%

T—OAR-2ADEEICET DSummary RSN T, COERETREICHZET —HIN—ND
MASCOTIC TEBXIRDT —HIN—RE U TCRHINDEBIFIC, T—HIN—=2T 71 JLDE
BEAHTCNFET, T—IR-XOMBINRZHESE USRS /\1/N\—=1J) DD lthe task
queue] 0y D UFET,

& http://mtc20/mascot/x-cgi/t 2 = & X

x Google A
i 7 £ Matrix Science - Home... "¥p Yahoo! JAPAN (2] #iDPogoplug  EIEITEEERS | 355... ” I

==

37 t53

! Database Manager

Databases (11)
Parse rules (20)
Tasks (2)
Settings

IPI_bovine
Copy

Database: IPI_bovine

Name

IPI_bovine
Using predefined definition

IPI_bovine

Configuration last updated Tue May 8 17:19:46 2012.
Database type

Amino acid {protein database)

Database directory

C:/inetpub/mascot /sequence /TPI _hov ine/current

Filename pattern
IPI _hovine_x.fasta

About to download

F—HIR-—22F5yO— REH
523 Mthe task queue

Database files nead to be downloaded before database
configuration can be completed.

Dow|
start
wed

— EUEEEEEAtion 1; waiting for downloading to
See the task gueue for fore details. (Download task added

 100%

-
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T—IN=I DY O— ROEBIRRORTSNE T,

il @ http://mtc20/mascot/x-cgi/db_manager.pl?sub=tasks

- I
* Google | BEREEE EHEEE R 2 M
54 ] Matrix Science - Home... “¥» Yahoo! JAPAN [g] #(DPogoplug & BT 3nEEEsES | . ¥ SRS - OERRES.. I
| —
atabase Manager
Database Manager tasks
Databases (11)
Parse rules (20) Database Manager processes scheduled tasks one at a time in the background as long as Mascot (ns-monitor.exe) is
Tasks (2) running.
Settings Task processing is currently enabled. Task queue and currently running tasks are shown below. P Task process g
control
# Queued task Added
1 Download files for IPI_bovine  Wed May 30 10:57:55 [ Cancel |
dbman_doun |oad. pl_IF|_bovine 2012 E

Title Started Progress
Download files for Wed May [12.0%] Downloading Gancel
Environmental_EST 30 <ftp://ftp.ebi.ac.uk/pub/databases/embl/misc/acc_to_taxid. mapping.txt.gz>

dbuan_downlozd. pl Envirermentsl EST  10:33:01  (try 1 out of 5): 210 kB/s (296 MB/568 MB, 22m 5s remaining)
2012

Task log

v ...
@'@_] @ http://mtc20/mascot /x-cgi/ms-status.exe
b= il
Il < Google | Y- im-@E s g H.\I
i 3% & Matrix Science - Home... “w? Yahoo! JAPAN [E] #:DPogoplug @ ELITEEERS | &%... ¥ HSRES - Ba5&Es..

MASCOT search status page

Wersion 2 40 — mskk (TUWG-837E-HV¥Y-88F4-52GB) Licence Info
4 logical, 1 physical Intel processors (hyper—threading enahled, dual core). GPUs: 0 7 2 Javailable, using 0 7 23, [0 searches running]

Search log ‘momitor log ‘error log ‘Error message descriptions ‘Do not suto refresh this page |

Name = IPI human Family = C:/inetpub/mascot /sequence/IP1_human/current /IPI_human_x.fasta
Filename IPI_human_3.87x.fasla Pathname = C:/inetpub/mascol /sequence/IPI_human/current /IPI_human_3.87x.fasta
Gtatus In use Gtatistics

State Time = Tue May 28 10:59:57 § searches = 0
Menm mwapped = YES Request to mem map = YES Request urmap = NO Mem locked = NO
Number of threads = 4 Current = YES

Nae = IPI mouse Fami |y C:/inet pub/mascot /sequence/IP1 _mouse/current /IPT nouse_k.fasta

.87.fasta Pathname = C:/inetpub/mascot/sequence/IP1_mouse/current /IPT mouse_3.87.fasta
Gtatistics

10:59:57 # searches = [

Mem mapped = YE& Reauest to mem map = YES Request unmap = NO  Mem locked = NO

Mot il 1 . s r

Status = In

n rStatUSJ D‘ rln useJ 7;5 OK nce/NCBInr Scurrent /MCBInr #.fasta i

LE

®100% <~ .
)|

Database Status BIE
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(2. predefined definitionZRIFA T DD BrIDHMHRE L THA
[templateFIA] ]

template FIAIJ. predefined definitionEE< B UIRESHUIL—ILBED T # =V v ~&E
L\ BRICDZEZRLVBEICAATDNEETT, BIZF2011F TEHOUEX > LIPIT —HN—
ZADADDIC, BEFDIPIEEENDuniprot T—IN—ADSHFEEMEDHEIRESHE ULLT
—OIR=RZEERLUTRDDICED, ENWoT—REZRELTCNET,

BITIL. uniprot NSEMBZEIRSE U CHNBIDIEERICHREZHBNMTUET,

< uniprotHStaxonomy;humanZiREH U CFASTAD 7 1 JUICT BIIE

T—IR=ZIABENSDUENZNE I - —D5D-—XH'EL) uniprot
SEEEMBOIY F) - ZERESH UCFASTAD » 1 UIC T DITEEHE TTHEBN
L/ga-o

REHULVNEYIRBODTax ID &iEsR, Tax ID [EMASCOTDAEMFEERETHIRAL
TULVBNCBIDtaxonomy ID TI, sANTZVNBEEUTDY A F T —D— FiER
ZUCESZRENMDLIEE),

http:/ /www.ncbi.nlm.nih.gov/taxonomy

Tax ID 5 ) Mus musculus : 10090, rattus norvegicus : 10116 72&,

uniprot MY+ b www.uniprot.org N\

- ¥F—J— R organism:TAX ID & “complete proteome” TiEE (REX)

f5l) organism:9606 complete proteome

LYY IRYA T RABASH


http://www.ncbi.nlm.nih.gov/taxonomy
http://www.uniprot.org/

L5 F—AR—REEZ=a7 )L |

o F—0—r@%

5| #l) organism:9606 complete proteome

Fal

2§ - nebinr P|

S o BB X T Taxonom 1
< NCBI ] @%‘\\E fﬁ. - Browsery U

Protein Genome PMC Taxonomy Books
s I coroeterore - Atk | Go )| Giew |

Display | 3 levels using filter:  rome

Rattus norvegicus

Entrez records

Database name |Subree links | Direct links
Taxonomy ID: 10116 - | |
Genbank common name: Norway rat [Nucleotide 270.518) 270517

Inherited blast name: rodents |Nuc]eotide EST | 1,103,577 |1.]03.577
Rank: species

[Nucleotide GSS | 867, m| 867131
Genetic code: Translation table 1 (Standard |PrutEin |
Mitochondvial genetic code: Translation table 2 (Vertebrate Mitochondrial
Other names: |Stmcmre |
common name: brown rat |GEﬂumE |

NCBI, Taonomy Browser  http://www.ncbi.nlm.nih.gov/taxonomy

BFE%, 201245830815 T706631HODITY R —Dty ~UET, 55

VDD TU\BSwissProtdD I Y kJ—71' 202404 TY () , FASTAD
FBICIE. BE®D MDownload] 0w D UET,

P)T=
7

1IVEAF

'w organism:9606 complete proteome in UniProtkB - Mozilla Fire
I7LE) WEE) TR BEGS) Jviv—5(B) V-

_: Organism:9606 complete proteome ...

€3 [#]]

JUT) ~ILT(H)

w.uniprot.org/uniprot /?query=organism%3A9606+complete+proteomefsort=score

[8) L<BB~A—= @ Firefox ZHNTHED ) BF—1—R

> UniFrotkB

Search Blast Alien Retrieve D Wappine *

Search in Query

Protein Krowledgstase (UniProtkB) -

organismiG606 complete proteame | Search | [ Advanced Search » | [ Glear |

1 — 25 of 70,667 results for organism:"Homo sapiens (Human) [96061" 1 AND complete © AND proteome [ in UniProtKB sorted by

e
a8 Browse by taxonomy, keyword, esne ontology, enzyime class or pathway | 2% Reduce sequence redundancy to 1008, S0% or S0%
DS el
Results

> Show only reviewed (20,2400 17 (UniProtiB/Swiss-Prot) or unreviewed (50,427)
> Restrict term “complete” to keyword (70,663), protein name (1)
> Restrict term “proteome” to keyword [70,663)

7 (UniProtkB/ TrEMBL) entries

> Expand search to “Homo saplens [Human) [9608]" to include lower taxonomic ranks
> Show only entries from a complete proteame set (70,683)

> Bhow only entries from a reference protecme set (70,663)

Protein names Gene names Organism Length
. =__ Calcineurin-like phosphoesterase domain—conta... CPPED1 CSTP1 Harno sapiens (Hurmar) 314
SwissProt 7 —5# : : .
Erythrocyte band 7 intesral membrane protein STOM ENDT EPET2 Harne sapiens (Hurmar) 288
0 ] 057280 HWHET HUMAN - Minor histocompatibility protein HE—1 HMHBT Horng sepizns (Hurnr) M
00
> Show onlf reviewed (20,2400 7 (UniProtkB/ Swiss—Prot) or unreviewed (50,4271 70 (UniProtkB/ TrEMEBL) entries 62 | -
TTr——
» Restrict term  complete to keyword (70,663), protein name (1)

» Restrict term “proteome” to keyword (70,663)

» Expand search to “Homo

of taxonomic ranks

F—=&IlE Y &

» Show only entries from dlcomplete proteome et (70,663)

» Show only entries from a reference proteome =et (70,663

REUYI RS TV ABARH
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FASTA DIBEN'S. [Download | NS VEIBLZE T, Isoform DIWNNEE ST DNDCK
DDy DFTBNAIN=I I DIONEEDOTERLTLIEE),

= * Contact * Docurentation/Help

Search Blast Alizn Retrieve
Search in Guery
Protein Knowledgebase (UniProtkE) »  organism:9606 complete proteome Se

70,667 results for organism:"Homo sapiens (Human) [9606]" ANMD complete
AND proteome = in UniProtkB zorted by score descending

» Download data compressed or uncompressed

> Lirnit to 1,000 results

Tab-Delimited
Summary information fram the result view
[ Download | Open | Open first 10]

Excel @

Summary information from the result view for M3 Excel™.

The result set will be truncated in Excel versions older than 2007 and in OpenOffice, as it contai

FASTA

Canonical sequence data in FASTA format.
[ Download (40 ME*) | Open | Open first 10]

Canonical and izoform sequence data in FASTA f@mat.

FASTA
[ Download (40 MB#*) | Open | Open first 10] |SOf0r'm Eftﬁo) 1 D 0)3}&1 jJ g- 5
— —]
Sequence annotation in GFF format, D\(J:)\ ?Eﬁ(:ﬁ(jt&bj%b‘(?)\

[ Download (200 MB*) | Open | Open first 10°]

Elat Tovt B AT MDownload] MY

= _— = T =

FASTA

iZanonical sequence data in FASTA format.

l Diownload (40 MEI*jl Open | Open first 10]

Zanonical and izoform sequence data in FA&STA format.
[ Diownload (40 MEI*Z]l Open | Open first 10]

BSUIED 7+ )l%Z MASCOT ORZRWKRT —HINR-RT 7 )LELTRABLET,

<uniprot'Staxonomy;humanZiREH U CFASTAD 7 1 )UICT BF3E: 01D D>
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& template RIAFRT —SIN—2{ERHBI - uniprot_ human F—HIN—{ERK

Database manager D, Z£J L —/\ [New database] - [Create new| Z:&U'FE I, N

BB CERI DT —IN—ADEM%Z Database name] [CA L.
definition template | T [Uniprot proteome template | ZEV'E T, BIRE.

BLEI,

[Use predefined
[Next| %

Create New |

Database Manager

Databases (11)
Parse rules (20)

Tasks (0)

Settings

-
@ hitp://mic20/mascot /x-cgi/db_managerpl 0+ ¢ % || 2 Matrix S... | 2 Mascot c...|
x Google v.'-'-|M-m’_i|~ =8 » 2+ ;'%vg.
54 £ Matrix Science - Home... ¥y Yahoo! JAPAN (&) #iDPogoplug & EIZSEEERS | #%... % H2EE - EFES0S..
Database Manager D
atabases
Databases (11)
Parse rules (20) Name Status New files Tasks l
Tasks (0) Environmental_EST = In use (success) [Wed May 30 11:23:32 2012] i
Settings IPI_bovine * In use (success) [Wed May 30 11:27:15 2012]
ET d === IPI_human * In use (success) [Tue May 8 19:08:17 2012]
Enable predefined IPI_mouse = Inuse | Update Deactivate (success) [Wed May 9 10:44:27 2012]
definition NCBInr
rcreate new I OriginalDB

New database definition

Database name (?)

Uniprot Human

) Custom

New databas

Enable predd
definition

[Use predefined definition template.l

Create new

Synchronise custom
definitions

emplate (7)

LniProt protecme termplate El

Mext

Databases -> Create New BE

T—IN=RD 71 )VOESHAERD.

[Create] ZIBLFET,

Custom definition from
predefined definition template

Databases (11)
Parse rules (20)
Tasks (0)
Settings

Mew database

Enable predefined
definition

Create new

Synchronise custom
definitions

Template:

UniProt_proteomes_template

Database name:
Uniprot_Human

Sequence directory (7)

Cifimetpuby rmascotdsequence

Database files will be located in the directory Uniprot_Human in the
sequence directory. The new directory will be created if it does not

already exist.

Previous

[Createl
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COERTIEFASTAD 71 ILEZBNTRS T, Inactive 257 —IN—XE L TMASCOTYI
CEBIRESNF T, FRITIEDICIE. BIRES U 71 IVEBED D 2 IS CTIBEDDI 71U
BICEZTHH6IE—TBIUNBNLHNET,

x Google

| 5% £ Matrix Science - Home... “¥? Yahoo! JAPAN (8] #.(DPogoplug ) EITZHEEENS | E%... ¥, hSEE - HE=55Ee... I

Database: Uniprot_Human

Databases (12)
Parse rules (21)
Tasks (0)
Settings

Name

Umiprot_Human

Database type

Uniprot_Human Amino acid (protein database)

= nemieT
Copy Database directory FASTA O » ‘l’ ) bEXEt’JEFﬁ
Delete C: /i netpub /Mascot /sequence AUni prot_Human /current

Filename pattern

Uniprot_Human_%.fasta FASTA 7 7 ’r)lj%m

m

[ No local FASTA file ]

Database files must be presel

Please FASTA O » ’r)bb‘}iﬁ}'—f(]) ctivated.
1. copy the FASTA file to BIFICRVEERT

2. rename the file to Unip rT A —=Ta=TE, Wiere e astersk |y snoud be
replaced with a timestamp or version string, e.g. Uniprot _Human_20120530.fast a;

3. and refresh this page to continue.
Alternatively, the FASTA file can be downloaded from a remote URL.
Set up download URL

#100% -

FEBIDIBEE. [Database directory] THEESNTNND I #I)LY. DFED

C:¥inetpub¥mascot¥sequence¥Uniprot_ Human¥current

C. FDOYO0—-RUEDPAILEIE—L. &% [Filename pattern] TEESNLHICE
TMAFT, BULEMDPOD M BDIIERBDOXFI. HIZEFDYO—-RFEREICEELFET,

71 JUEZEH) Uniprot_Human_20120608.fasta (*[FT P 1 ILBICEHIZLY)

PALIVBEEEIDE. FASTAD 71 )LOBEBNICERHB 1. No local FASTA file] O
RN BZL<ZENDFET, [Activate] MY VEBEE, T—IXN-EBENBBLET,
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t_H... » current - | +4 || currentiMEs Uniprot_hurman_20120530.fasta

FASTA 271l
43.7 MB

TP I BZETEDERB L. FIEDS
FIND 7o I)La3E—,

FiEm ~ HE - F:UWNIT A A —

uniprot-organism%3A3606+ co
mplete+proteome_iso.fasta

FASTA 271l

M-8 &E-| = 2+ ﬁ-e‘.
75 £ Matrix Science - Home... “¥? Yahoo! JAPAN (5] .DPogoplug @ EITTHEZERS | #E.. % NSEH - Gxa&Es..

I |
Database: Uniprot_Human

Databases (12)
Parse rules {21)
Tasks (0)
Settings

x Google M B

Name

Uniprot_Human

Database type
Uniprot_Human Amino acid (protein database)

Database directory
:/inetpub/mascot/seauence Ani prot _Human /cur rent

Filename pattern
Uniprot_Human_.fasta

Matching files in directory
Uniprot_Human_20120530 .fasta (43.72 MB)

Database status
Offline

D71 ILBDRB NS lActivate ]

Scheduled updates
(no schedules defined)

Update database now

FASTA file URL has not been defined; database updates are disabled.

-status.exe O~ B & X

-|p-lm-@E-

75 2 Matrix Science - Home... “¥7 Yahoo! JAPAN (2] #iDPogoplug & BT REERS | 5%,

Filename = Environmental ESl_[11.7asta Pathnane = Ui/ INetpub/mascol/Sequence/Environmental Eslzcol
Status = In use Statistics Unidentified taxonom

State Time = Wed May 30 11:31:57 H searches = 0

Mem mapped = YE& Reguest to mem map = YES FRequest unmap = NO  Mem locked = NO
Number of threads = -1 Current = YES

C:/inetpub/mascot Ffoeaquence/TIPI _bovine/current /1P _bov

Da‘tabase Status @ET Cifinetpub/mascot Ssequence/TPT bovine feurrent /TPT b

istice

— = 1]
T—&/\“—Z%ﬁﬁgﬁ,ﬁ quest urmap = NO Mem locked = NO

Name = Uniprot Human Family = C:finetpub/mascot fsequence/Uniprot _Human/current An i
Filename = Uniprot_Human_20120530.fasta Pathname = C:/inetpub/mascot//sequence/Uniprot_Human/curre
Status = Greating coneressed files 39% complete =
State Time = Wed May 30 14:15:40 # searches = 0

Kenm mapped = NO Request to mem map = YES Reouest unmap = NO MWem locked = HO

Number of threads = -1 Current = NO £
4 m 3

#100% -
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FileEVS/3 E B2 HuniprotH Staxonomy:human DT 71 )L ESEEEEANICEEFENIS
I B1BE. FASTA file DURLICIMTDKDICEEAITNIZIOKTT (20128F681R7E) . BLS
BEQUIBECTO 7 ILDEE TEDEFRDFE B A,

Database configuration: HomoSapiens

FASTA file URL

http://www.uniprot.org/uniprot
/?guery=taxonomny: 9606+AND+keyword: "Complete+proteome”sforce=yessformact=fastcas
include=yes

Reference file URL (?)

Version file URL (?)

Cancel Save

(3. BBEICEALTNBT—OINR=ABELEN—XIC. BE[CH U—3IZE L
T{EA [copy FA]) )

copy MAIL BEI P AIWPDFTYTU—D5TRERL, BICRBLTNDT—IR—=2D
PHASEEETEV. Ba (EUZBICMUETI 7 MILEBHEA) 2E A TT —IN—BEZTT)
FI, BIZEREFET —IN—RDN-I3VENZEERUCVWSEEDNBEFEEREL TNET,

copyZRAA LU TT —IN—-XZHFHRER T DICIE. Database Manager [CHUVT. [New]
Database manager M. Z£ J L —/\[New database] - [ Create new| ZEZ(U'F I (REMXD) ,
BITIE. NCBInr EE@UI#—V v ETEWDI 7 AILEFBMITIBEEELLCT —IN—-2
[CopyNCBInr| Z{E LE T, IRNIZB@E C Database name ] [CEFE AN L. copy of
T [NCBInr| ZZEUET, LA - ERE. BETD Next] MYVEBLET,

copyMABDBE. D771 IVZDEDET IS ICIE—-UTCRIIEZEZ TCHNEAT I N1 —T—
([CESHRTEFT, IE—DUBHZIBS(IE. “don’t copy files”&ER L. [Create] 1h Y
ZBLET,

LYY IRYA T RABASH
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x Gogle‘

[ m j - | EE» 2&a) F;"' Q-
5% £ Matrix Science - Home... ¥ Yahoo! JAPAN (5] #DPogoplug ¥ EILIZsEEERS | 52, ¥ 0S5 - S58B4

Databases

Databases (11)
Parse rules (20)

Name Status New files Tasks
Tasks (0) Environmental_EST = In use (success) [Wed May 30 11:23:32 2012]
Settings —

(30
Er;abl;'P‘r;deﬂned e :—I)\‘ @ http://mtc20/mascot/x-cgi O ~ & X *FF 8 x Lol s e o5

definition | G _ -
rcreatenew I 2 G‘JS'E M ""'#N» 2hal ﬂ' b

Synchronise custom »

definitions 5% 2] Matrix Science - Home... "¥? Yahoo! JAPAN (8] #iDPogoplug @ BT 30EEERS | B8
(|

S B lEll New database definition

Databases (12)

Parse rules {21)
Database name (?)
Tasks (0) —

: opyMNCBIn

New database

5 © copy of
Enable predefined
definition MBI =]
Create new ) Use predefined definition template (?)
Synchronise custom PR—— ~1
definitions

A, BIR%E TNext]

#100% -

Databases -> Create New BE

& http://mtc20/mascot/x-cgi/db_ma O ~ ¢ X
XGogle| v-"]'--M'|§m» g+1]
|l 7 £ Matrix Science - Home... "¥? Yahoo! JAPAN [E] #:(DPogoplug 0 EITInE&EER | 55%...
I

A A

Copy an existing definition

Databases (12)
Parse rules (21)
Tasks (0)
Settings

Copy of:
NCBInr

Database name:

New database CopyNCBInr

Enable predefined Sequence directory (7)
definition

G/ iretpub/mascot/sequence

Create new

Synch t Database files will be located in the directory CopyNCBInr in the
dzﬁ,ﬁ ‘tirgrr\";'e custom sequence directory. The new directory will be created if it does not
already exist.

Existing NCBInr files:

| AE—FTDT—IRN—=2T 7o
© Copy files also (2 IVE—RICIE—T B3HER

Don't copy files (7)

— - v iles from the base definition, please do
not close the browser or refresh this page after clicking Create.

Copying may take some time if the files are large.
* .
AD, FER®E, Create]

®100% -~ J
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(4. REICBDTH/EZEA - BIR  [Custom] ]

1~3 TETLEHRETER. BEIED 7 1 ILOEREBEHZAMNN BEANICEEIDBENTESIE
ho BREDT—IN—=2AD)—I)LTHTFESRNREE UIL—ILEZBR T DUBNHDIZE.
AIBBMCustom | ZRBLUE T, HITIEIESFASTAD 7 - )Ll OriginalDB2 | Z{ERX% LMASCOT
ADERT —IN—2E LU TERI DT —RZ&E> TRBNULE T,

Databas

e manager (D, £ J L —/\ [New database | - [ Create new | Z&2U'F 9 (FH) ,

IRN/CE® C Database name ] [CT —INX—2DEMZ A U, [Use predefined definition
template] C [Custom| ZEVF T, ZIRE. [Next] ZBLFT,

e

http://mtc20/mascot/x-cgi/db_managerpl P~-ox

x Google

5% £ Matrix Science - Home... “¥p Yahoo! JAPAN [5] #DPogoplug @ ETSHEEERES | 2. % @ZER - OES8Es..

- -

~- 8 N

=4 » F +1 F‘v 9 -

|
Databases

Create New|

Databases (11)

Parse rules (20) Name Status New files Tasks

Tasks (0) Envirenmental_EST * In use (success) [Wed May 30 11:23:32 2012]

Settings 1PI_baovine = In use (success) [Wed May 30 11:27:15 2012]

New database IPI_human = In use (success) [Tue May 8 19:08:17 2012]

Enable predefined IPI_mouse = In use {success) [Wed May 9 10:44:27 2012]
il ea NCBInr * In use (success) [Wed May 9 17:28:11 2012]

Create new OriginalDB In use (no URLs)

Sypchronise custom | griginalosa In use 3

wissProt = In use (success) [Tue May 29 22:47:15 2012]

™M- @ BE» 2 H- A
f < ] Matrix Science - Home... v Yahoo! JAPAN [E] #@Pogoplug & E+mEZEss | ==... ”

X Google L R

New database definition

Databases (13)
Parse rules (21)
Tasks (0)
Settings

Database name (?)

OrigialDE2

Custom

.\
) Copy of

Enable predefined

definition femlent
Create new ) Use predefined definition template (7)
Synchronise custom FR—S
definitions
ext

[Custom] — New.

®100% ~

Databases -> Create New BIE
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T—IN—2ADBREBBICHBITLET, T—IX—=ADBIIDEFEDEFD. 1 VF—Rv ~E
([CdDfastad 71 )LZBEN TS T DHREIC LITL\IBE. [Download database files] 2%
U, FASTAD 7 )L, versionD 7 )L, reference J 7 JLDENSHESKALE T, BFEES
T, FRTEHILIETHIDERBHRES. [ will copy the files to the database
directory] ZREV'E I, SIEEHDERE. [Create] MYVEBLET (TR ,

& http://mtc20/mascot/x-cgi/db_manager.pl?dbs.new.r O v & X | @ Mascot Database Manager x L ST o
-t om @ @E-
5% & Matrix Science - Home... ¥ Yahoo! JAPAN (8] #:(DPogoplug @ EIL3sEEENSE | &%...

D

HH» oo

x Google -3

- .
==& Custom definition
Databases (7)
Parse rules (16)
Database name:
Tasks (0) ]
5 OriginalDB2

Settings Datab. .

atabase type

- e \ e\l
@ Amino acid (protein database) rDatabase typeJ J \/@D mgﬁzb
Eggﬁ:gopr:edeﬁned © Nucleic acid (DNA database)
Create new (Note that database type cannot be changed later.)

Synchronise custom | Sequence directory (?)
definitions

G/ iretpub/mascot/sequence rsequenoe direotory J
Database files will be located in th EB?H?—&’\“—Z? 77 ‘()MDE%T%W‘T

new directory will be created if it T ﬂl[

m

@ Download database files (7)
FASTA file URL

'Download database files
Version file URL (optional) (?) g ﬁ%%ﬁja 75 yAN = a"o‘(j' D371
JLDES G

Reference file URL (optional) (?)

DI will copy the files to the database directory (?)

If you have chosen to downl

as a background task. You ¢ | wjll copy the files to the database directory |

configuration can be comple

@ BEIY DY 0— R URNBSICRIR

#100% ~

AN, BEIRE I Create

LYY IRYA T RABASH
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FET P71 IVERREDBPAICEINTULRND T, X—IAIC No local FASTA file] &R
SINFET, BRIAIBOFASTAD 71 ILE. (DPAIVREBAL IC. J7P1ILEZ TJ71)L
B ICEDhEEEICEELCIOE-LUZET,

D - o x
XGOS'C v».l' @"'@M'm.j' W - o EE» 7 W"\'
7 £ Matrix Science - Home... “¥p Yahoo! J4PAN (5] #hDPogoplug 0 EITIEEREES | 35%..

=dbs%3A0riginalDB2

Database: OriginalDB2

Databases (8)
Parse rules (16)
Tasks (0)
Settings

Name
OriginalDB2
Database type

oo 4 orotoie doro oo

QriginalDB2

Database directory 271 )LD B

Delete G:/1netpubMascot/sequence Ol gl na |DBE /cur rent

D71 LB

No local FASTA file

Database files must be present before database configuration can continue.
Please
1. copy the FASTA file to C:/inetpub/nascot /sequence/Or i ginal DB2/current ;

2. rename the file to OriginalDBZ_#.fasta, where the asterisk (*) should be replaced with a timestamp or version string,
e.g. Original DBZ_20120611 .fasta;

3. and refresh this page to continue.
Alternatively, the FASTA file can be downloaded from a remote URL. | Set up download URL

# 100% ¥

B ) 27 )LE : OriginalDB2_20120530.fasta%,

C:¥inetpub¥mascot¥sequence¥OriginalDB2¥current AL

(===
@ _)'| .« 0S5 (C:) » inetpub » masecot » sequence » OriginalDB2 » current v“"H corentiMET P‘
& = — =~ 0O @
r BEICAD ol OriginalDB2_20120530.fasta
.
= s
" | OriginalDB2_20120530 fasta - XEHE (E=H EoR =

7 ALE REE) B0 EFN) ~FH)

FI00007 test

MATRIKSSSCIENCEMASCTOAEMNDISTILLER INTEGRAINSIGHT
>100002 =a

arigiraldatabase | smadebyseprtengineer inzapan

™ 100003 parze rule test example
5%5336IREP%MMMVCﬁASQWERSSDFGHKLMKNVVCFP
no
g?éééééAAﬁéAAAAAﬁASSSSSSSSSSSSSSSSSSSSWWWWWWWWWWWWW
ol
LPKT T THAHHGGGNNNN Y 2727 777 7 AR A LA A AA0000000E000

LLLLLLL LTI TTT LT LT LTy TTTTTTTTTT TRRRRERREE
SR O000000R0000PPPPPLLLLLLLLLLL MMM SSERE

> 100008 mof
PPLLLKKKHHHHHG DS S5 358 S 300000 MINERRERRRRRRRRR.ALLA
E[Ilgggg%ICCCEICCBE\JI\?NWWWVNNNNNNNNNNNMMMMMMMMMWWWWWWW

rulel -

€

5

i

LYY IRYA T RABASH
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FASTAD 7 1 )LZIE UL\ BFRC U CAAEDHZAAICIE UKEL &, Database Manager BE Cso
BINFET, BEESSITEDDIEYH, TEdit Configuration | MY VEBLET,

s o o

m @ http://mtc20/mascot/x-cgi/db_managerpl?s 0 ~ & X mm@ 8 x - Mook T
. &

Il x Google - M-8 @ = A ﬁ"\'

55 £ Matrix Science - Home... ¥ Yahoo! JAPAN [g] #DPogoplug 0 EITEEERS | 32... ”

| Database: OriginalDB2

Databases (14)

Parse rules {21)

Name
Tasks (0) i
- OriginalDB2
Settings
Database type
OriginalDB2 Amino acid (protein database)

Database directory
Gt/inetpubMmascot/sequence/Ori gina IDBZ/current

Filename pattern
Original DBZ_¢.fasta

Matching files in directory
OriginalDB2_20120530.fasta (120 B)

Finish database configuration

Please edit the configuration to finish setting up the database definition.

| | (e coniimtion

#100% -

U\ C. IDEDescription DREH UIL—ILEEZITNE T, SROKREE UIL—ILEEE
ANBTIDE. MASCOT AITIRMAERDIV—ILEZRRE DERLIA—T—ICRRLET (R
88) . A—Y—(IFASTAD » 1 VAN ST DR ERSHSNCABTERLENTZ LT, =B
BREEUHZLUTNDIL—ILEEIRLU. [Choose] MY VZEBLET, #il\TIHRNDBE C
RIRBICIL—ILEBAR UIZBEDIDOSHIRTSNE I DT, BENRIINIE Confirm | RS

VEBLET,

@kDEE%ZE Description] TEHEETULEIT C(RREMN)

LYY IRYA T RABASH
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Accession M parse rule FRE

x Google

9% £ Matrix Science - Home... “¥p Yahoo! JAPAN (2] #:DPogoplug @ EIL3nE&EEES | 55,

Database configuration: OriginalDB2
(step 1/2)

FASTA file

Matching files in directory
Original DBZ_20120530.fasta (120 B)

Accession parse rule (7)

Accession D Choosel

Description parse rule (7]
(none)

fext

Accession and description parse rule must be selected before you can continue to
the next step.

#100%

ll x Google

9% £ Matrix Science - Home... ¥ Yahoo! JAPAN (8] #:DPogoplug

v |3

= @& http://mtc20/mascot/x O ~ & X
| 38 » g+ A A
5 £ Matrix Science - Home... "¥? Yahoo! JAPAN (] #.DPogoplug ”

FASTA file accession | % -|3-

parse rule for
OriginalDB2

FASTA file
Raw test data (5 samples) i}
accession parse

rule for
3. >ID0003 parse rule test example

> oo OriginalDB2

FASTA1 178
] P Edit parse rule
Parse rules (5 suitable)
Parse rule Match Extracted data Match
GEINIT I /s RSt 1. Ibonat
» 4 more matches 2. 1poooz
1. 1000071 test 3. 100003
gatches 4, 100004
5 24l [“ 14) - L] 5. 100005
more matches
) 1. 100001 test
re matches '
— 01 test
E) )IJ )l/ re matches
B) =LA T fbDT> k) —TERBE
0) :
EEEEDERS [FNIE FConfirmJ

© (new parse rule]

SBIR% [Choose.

HIi0% - |||
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snen

Description @ parse rule %iE

x Google

L RENE R m-| >

9k 2 Matrix Science - Home... “¥? Yahoo! JAPAN (8] #.DPogoplug @ BT isBEERS | &5

FASTA file

(hanz)

Choose

(noneg)

fext

the next step.

& http://mtc20/mascot/x-c 0 v & X

x Google

Database configuration: OriginalDB2
(step 1/2)

Matching files in directory
Original DBZ_20120530.fasta (120 B)

Description parse rule [?)

m

Description @ 'Choosel

Accession and description parse ruj

- ."--|-§tﬁﬂ» 3+

g & http://mtc20/mascot/x O ~ & X 2

x Google

L e

5 £ Matrix Science - Home... “¥» Yahoo! JAPAN

5% £ Matrix Science - Home... ¥ Yahoo! JAPAN [E] fatDPogoplug & EI1asiEd

FASTA file description
parse rule for Original

aw test data (5 samples)

1. >I00001 test

3. »ID0003 parse rule test example

FASTA1 78

Parse rules (5 suitable)

Parse rule Match Extracted data

@ [ 1 ¥(.x¥)

1. 100001 test

) Y¥a¥)
P 4 more matches

¥ 1) 1. 100001 .
E) )I/_)I/ :tlches
E) ;E%tbl L/1§U htches
RBEREDZES

@ (new parse rule)

-EW)) F +1

FASTA file
description

parse rule for
OriginalDB2

P Edit parse rule

Match

. test

54

. parse rule test example
nod

nof

[ I O TR I S

[ Previous}) Garfim )

#100% ~

EiR%E Choosel

DIV~ —THEREEE
[FNIE FTConfirmJ

T I0UT
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REBUI—IVERBAIZS. TNext] MYVZEBLET,

x Go 3Ie ~ |-

9% €] Matrix Science - Home... “¥v Yahoo! JAPAN [g] #DPogoplug

Database configuration:
OriginalDB2 (step 1/2)

FASTA file

Matching files in directory
Original DB2_20120530.fasta (689 B)

m

lalatal=}

i

Description parse rule (?)

P[0 1w 0wy

lalat=l}

RIRE Nextl

ﬁ

®100% v

SE[dTaxonomy &5 VNI EDFHMIEERINS T ([CRATIREBHC/RNVET, BELEFT
[FTaxonomy:EBIBDIL—ILEERLET (T .

@ http://mec20/mascot/x-cgi/db_manager.pl?dbs.edit1 0 ~ ¢ X
X Google -g-A-@E- = T A
9% £]Matrix Science - Home... 7 Yahoo! JAPAN (] FadbPogoplug @ EILELERS | £5.. ¥ #EESR - Ox5&Rs.

Database configuration: OriginalDB2
(step 2/2)

Taxonomy source

m

@ None (?)

All human with TaxID S606

Taxonomy ERIZTHDIZELVES Nonel &
R, Taxonomy RBAAZTOIBE. EOIT»A
LD EDRIBH SIBREENS I DNIEE

URL template

Parse rule

(none)
Choose

Copy from EST_human (and similar entries) -
< m | r
100% -
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2. BREEBDProtein View BE CRMSNDY V/\NDBDFBIBRICEET DREEITD
BHTEET, INTERZRZALCHE., BERNEID Save and finish | MYV EBLET,

@ http://mtc20/mascot/x-cgi/db_manager.pl?dbs.edit-mode: O ~ ¢ X ¢ Go3
x Google ME RTERN - BRI e 2 M
5% £ Matrix Science - Home... “¥» Yahoo! JAPAN (&) #:0DPogoplug & EITZEESENS | &5... ¥ ©3E% - O=5&E2..
lFuII—text report source I |
© None () I

© External source (7)

@ Current setting
URL template

»

Parse rule
(rione)

Chooze

Copy from EST_human (and similar entries)

http:/feutils.nchi.nlm.nih. gov/entrez/eut ils/efetch.fogi?
rettypa=ghiretmode=text ddb=nucleot i dedt oo |=mascot demai | =support Bmat rixscience .comi d=HACCESSTONY

(example)

Copv from CopvNCRInr (or NCBI A4 template or NCBInr)

Protein View D& V/\OBIBHRIVEICDINT,

KERLVES TNonel.

AETOTSL/RETOTSL ZRATDEE. IVYESAUD
URL &ZCA, FREEBEEDT—IR—ABEDBIRE EBENEE URE

HEASIND,
—TexamprE]
©) Local program (?)

Command line tamplate

»

Parse rule
(hane)

Choose

I Cancel ] Previous I Save and fhish l ig;Rfﬁ rsave and ﬂniShJ

#100% ~
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BT —AN—REEBT=aTI | 44

BRINT —IX—-BREBEAEICRDET, SaveBETII Active]AREIC/S > TOFEEADT.
[Activate] ROV EBE(E, T—IXN-ADBENBIESN. BRRICANBIDIBNTEDLD
[CIZDET,

/db_manager.pl?dbs.edit-mode: 0 ~ & X
X Google - R 8 E-| s T ﬁ"\'
5% 2] Matrix Science - Home... “¥» Yahoo! JAPAN [€] #iDPogoplug ¥ BT IEEERS | 5%, ¥ nEEH - BESHEs..

Database: OriginalDB2

Databases (14)
Parse rules (21)
Tasks (0)

Name
OriginalDB2
Database type

Settings

OriginalDB2 Amino acid (protein database)

Database directory
G:/inetpub/mascot /sequence /0ri gl na | DB2/cur rent

Filename pattern
OriginalDB2_+.fasta

Matching files in directory
Original DB2_20120630.fasta (689 B)

Database status
Offline

FActivate] "S> TERRIA

Scheduled updates
(no schedules defined)

Update database now

FASTA file URL has not been defined; database updates are disabled.

Show configuration details

dl & http://mtc20/mascot/x-cqi/ms-statL O ~ B & X

EIXGOSIE v!!"'ﬁv\jv F» 2 Hv*vl
<5 &) Matrix Science - Home... " Yahoo! JAPAN (B) #idPogoplug &) B+ iEEEESES | 2., ?
Mem mapped = YES FRequest to mem map = YES Reaquest unmap = NO Mem locked = NO N
Humber of threads = -1 Current = YES
Name = Uniprot Human Family = Gifinetpub/mascot /sequence/Uniprot _Human/current
Filename = Uniprot_Human_20120530.fasta Pathname = C:/inetpub/nascot /sequence/Uniprot_Humar
Status = In use " Ctatistics
State Time = Wed May 30 14:158:52 # searches = 0
Wem mapped = ¥ES  Reguest to mem map = YES FReguest u Database %ﬁsﬁuﬁ
Number of threads = -1 Current = YES
Name = QrizinalDB2 Family = C:finetpub/mascot /sequence/Orizinal DBZ /current /A
Filename = OriginalDBZ_20120530.fasta Pathname = C:/inetpub/mascot /sequence/Original DB2/cur
Status = Creating compressed files  87% complete
State Time = Wed May 30 17:13:59 # searches = 0
Wem mapped = N0 Request to mem map = YES FReguest ummap = NO Mem locked = NO
Number of threads = -1 Current = NO
4 1 2

#100% ~

REUYI RS TV ABARH



Bl T —AN—REET=aTIL | 45

@® Section 7 FREANDB :: Tasks Section

O database EINHEHDTE

F—AR-ABHITOTSL,ADOTOERIL, Task] EUTEEBINT T, BHDELEIER
UIZULBS. [Tasks] BO Y3 INPOEIALUTLESE),
Database manager ). £ L —/\ [Database Manager| - [Tasks] ZEUZE T,

P-ax
‘- @ O - | g+ oA
55 £ Matrix Science - Home... “¥? Yahoo! JAPAN [5] #.DPogoplug 0 EITIEE&EENS | #%... ¥ ©IEH - BE5REs..

Databases

Databases (11)

(20) Name Status New files Tasks
Tasks (0] Environmental_EST * Inuse [ Update Deactivate (success) [Wed May 30 11:23:32 2012]

& http://mtc20/mascok/x-

ogi/db_manager.pl

x Google B B

IPI_bovine * In use (success) [Wed May 30 11:27:15 2012]
rTask8J IPI_human = In use (success) [Tue May & 12:08:17 2012]
IPI_mouse = In use (success) [Wed May 9 10:44:27 2012]
definition NCBInr = In use (success) [Wed May 9 17:28:11 2012]
Create new OriginalDB In use {no URLs)
synchronss custom | originaioga In use
SwissProt * In use (success) [Tue May 29 22:47:15 2012]

Task (& ETHHB/RITP/EGTRT OREICK>TIDOEIY 3 VDT TRIINET,

@) Mascot Database hgnager - Mozilla Firefox
| DrLE) FE(E) ERY) BE(S) Jusv—5(8) Y—IUI) ~LIH)
{ i Matrix Science - Home x l
€2 (&[]
(8 £<BB~—T @ Frefox ZHEVTHETD &) BHR-1—R

i Mascot configuration = | i Mascot Database Manager x

mtc20/masc

x-0gi/db_managerpl?session]D=;sub=tasks

Database Manager

Database Manager tasks

Databases (14)
Parse rules (21) Database Manager processes scheduled tasks one at a time in the background as long as Mascot (ns-monitor.exe) is
Tasks (1) running.
Settings Task processing is currently enabled. Task queue and currently running tasks are shown below. PTask process
control
%ﬁﬁB_) : DQuEH.IIEN:IdtaﬁI‘_.—k for NCBII ::deMd 31 10:47:13 2012
ownload files for nr u May 47
dbwan_doun load. p1 HCBInr
1
;/—Ep = Waiting for next queued task to start...
T rasklog
%ﬁ%&? — Process end time Command Last message
[Wed May 30 11:27:15 2012] dbwnan_download.pl 1P1_hovine (success) Database 'IPI_bovine'

successfully updated.

[Wed May 30 11:23:32 2012] dbman_download.pl Environmental EST (success) Database 'Environmental_EST'
successfully updated.

[Tue May 29 22:47:15 2012]  dhnan_download.pl SwissProt (success) Database 'SwissProt'
successfully updated.

Tasks B@E
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KITPDtasklC DNTIR>ZDEBEN%RI CTRSN. YD Y0-RIDIT71ILOY
1 XERBFETYOYO—-—RUZI 71T X MOICBEREEHE TRRINKT,

'@ Mascc-:t'[)ambase Manager - Mozilla Firefox
IFILE) REE) FRN) BEE) Tusv—4(B) Y-IL{I) ~LI(H)

J {_| Matrix Science - Home x l[:} Mascot configuration | [} Mascot Database Manager

€« > # | mtc20/mascot/x-cgi/ds_manager.pl?sessionID=;sub=tasks

8 £<BB3R—= @ Firefox ZENZRED 3 BHF=1—X

D S EEON patabase Manager tasks
atabases (14)

Parse rules (21)

Database Manager processes scheduled tasks one at a time in the background as long as Mascot (ms-manitor.exe) is
Tasks (1) running.

Settings

Task processing is currently enabled. Task queue and currently running tasks are shown below. PTask process
control

No tasks in queue.

Title Started

Download files for NCBInr Thu May 31 10:48:01 2012 §[48.5%] Bownloading <ftp://ftp.ncbi.nih.gov Gancel
dbman_dounload. pl HCEInr umy{gl_tamd_pmt.dmp.gz> {try 1 out
of 5): 546 kBfs (38.73 MB/127 MB, Zm 455
remajningl

EBED % TRT. KEZETIC
URHEFTRUDTER

[Wed May 30 11:27:15 2012] dhnan_download.pl IPI_bovine (success) Database 'IPI_bovine'
successfully updated.

[Wed May 30 11:23:32 2012] dhbman_download.pl Environmental EST (success) Database 'Environmental_EST'
successfully updated.

[Tue May 29 22:47:15 2012]  dhman_download.pl SwissProt (success) Database 'SwissProt!

Task log

Process end time Command

@ Kirth—k

PwTTU—RICEBUTITBEREDDZE U SEARMEY N — MM TEE<ZEE,
EF A=)l : support-jp@matrixscience.com

=] 5% 1 03-5807-7897 JPwDR 03-5807-7896
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