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ABRIE. T—IR—ADEBREETOEEBE [Dataabse Manager| ICREETDIER T,
[Database Manager| TIET—INX—=XT 71 )JLDEND * FREEZE. T —IN—XBEFNEH
DZENICHEDRY FD—DEFEICDONTHRECTETZET,

Database manager DX—IZB<(CIE,

Web 75T Home — Configuration Editor — Database Manager &!J VD &EEED
ER

-

{MATRIX

SCIENCE. HOME | MASCOT i HELP

Welcome

This site features Mascot, a powerful search engine that uses mass spectrometry data to identify
proteins from primary sequence databases. To assist you, the help text for Mascot forms a
substantial knowledge base concerning protein identification by MS.

If this is your first visit, please check for browser compatibility and read the small print. If you include
res om [ ot in 3 nubli 1 o ite aithe i 7 f
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- Google 2|
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€& 9 H | mte07/mascot/x-ogi/ms-config.exe c
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Mascot Configuration

Elements Element masses

Amino Acids Amino Acid Data
Modifications Maodification definitions
Symbols Symbaols used in chemical formulae
Whe Enzymes Enzyme definitions
tot Instruments Fragmentation Rules

Quantitation Quantitation Methods
Copfig T -Wals) Global Options in mascot.dat
Sequence databases, Parse Rules and automated downloads

Database Status
View the

database management.
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@® Database Manager #)EASTE

O #iR1 V R b —)LEOREREEE

3R >V A ~—)UERHIC Database Manager Z38< &, FHOKL D ICHEBREBEENIRN
F9, FRYERREICHDT —IN—RCDU T, [Predefined database definition| (#%
i, —P. 18 ) CBRSUEHETENEBICVYY FIDINZHD UIEBZERIDIBETI, &
BET 72V MBREBOZEZX MMmport] RYVERLET,

lii, Mascot search e... % | Mascot configuration  * | Mascot Database M... * | +

beekoma/mascot/x-cgi/db_manager.pl?sub= C BE B ¥ » =
wr yahoo Stk
£) | E55280 on the WEB v b REFEBRHFER . -

Mascot Database Manager Configuration
Import

Note:

Please disable other programs and scripts that configure or update sequence databases before
continuing.

Database Manager can keep your sequence database configuration up to date and schedule the
download of new files.

If you choose to use Database Manager, you should not edit nascot .dat in future, because your

changes will be lost. If you do not wish to use Database Manager now, please return to the
Configuration Editor.

Database Manager has two kinds of database definitions:

1. Predefined database definition: Automatic configuration by downloading up-to-date
information from the Matrix Science website.
2. Custom database definition: Manually maintained configuration.

You can choose to keep the existing definition (Keep as Custom) or synchronise with a predefined
definition (Synchronise). Synchronisation means the predefined database definition will be applied,
and the database files (FASTA, reference, taxonomy) will be updated.

If you do not want to update the files now, choose Keep as Custom. You can synchronise at any
time in the future by choosing Synchronise Custom Definitions from the Database menu.

Database definition Action Match quality
SwissProt () Keep as Custom
Synchronise with SwissProt_ID perfect

) synchronise with SwissProt_AC poor P Differences

BREINSA—IZEEITSTERL MNmport

Database Manager #)EiEXEEE
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Import’/RY VZEIBT EBEMMIDENDD I,

Databases

Databases (6)

Parse rules (15)

Name Status New files Tasks
Tasks (4) IPI_human * Inuse | Update 1 task in queue
NCBInr * Inuse | Update 1 task in queus
T d;ltabase - OriginalDB In use (no URLs)
Enable predefined SwissProt ™ Inuse | Updat= 1 task in queue
definition
Create new cRAP Offling  (no URLs)

Synchronise custom EST_human * Offline | Download | Mo local FASTA file 1 task in queue
definitions

*) Entries marked with an asterisk are predefined definitions. Predefined definitions file was last
updated Tue May 8 17:19:46 2012,

Full database status information is available on the database status page.

Refresh

Import RO 1)y DBREBNICKRTSND [Dtabases! BE (RTNBELRERRDBNHDFTI)

(F—IR=-RDT 71 VOBEFREET —IN—-IABHFOEH ZHER I D7IE)

EREERULCT —HIN=CDONT T=OAR=RIT7A)IDIFD>VO—F - EFDBEHN
[CEHAONFT, BHOES ZER I DICIETHDKLDIC ITasks] ©U Y 3 VDBHREHED L
TLEE), £AlDtableNIC#H D Database Manager | — [Tasks| 201 w3 3E,
IRTEETT « ROIFHER DTN\ DTaskD—ETHRRSINF T, Taskld NETHFS] [EiTd)

=TT OB LI Y3 VICDOINTERRSNTNET,

Go

fx-cgi/db_manager.pl?sub=tasks 0O ~ ¢ X || @ Mascot Database Manager x A ok
& i i @ Ell £ : L A
| x Googe ME Lot :1;‘—1' AT #E m/!,@‘— =t DI o2

7 £ Matrix Science - Home... “¥p Yahoo! JAPAN [g] #uDPogoplug @ B inE&iEmes | &5...

FTasksJ =0 Jw?D ase Manager ta S ‘
Rasse=ulas (16) Database Manager processes scheduled tasks of Task t L/t;ﬁcp 0)7 7 ‘r )b@g |

Tasks (1) ) monitor.exe) is running.
Settings Task processing is currently enabled. Task qu Ij \J Oo— FE;& Eﬁaﬁg— 51’%@
process control
%ﬁ%tjé No tasks in queus. 1
‘Il Title Started Progress
— Download files for NCBInr Wed May 9 17:28:01 [1.0%] Latest predefined definitions file | Capel
%' q] — dbman_downlcad. p1 HCBInr 2012 15 already available (last modified 2012-

05-08 17:19:48); using it.

Task log m
Process end time Command Last message
= [Wed May © 10:44:27 2012]  dbman_download.p| IPI_mouse (success) Database 'IPI_mouse'
%ﬁﬁ?* successfully updated.
[Wed May 9 03:17:26 2012]  dbman_download.p| SwissProt {success) No new FASTA file
‘I| available; database SwissProt is o
‘I| H100% -

Database Manager : Tasks BE
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PAILIDOYO0—-FRTE.SFDYO—-RUILZT 71 ILZMASCOT TRETEDLD/\Y
DTS00V RIETD 71 )VEBHOTTONE T, BHARIL. Database Status (WEBT S
% E L. Home — Database Status) C& T —IN—2ADBFINRHERTEET,

BT —IN—RD [Filename] IEBIC. (Database®) _(/\—Y 3 VFZIEB).fasta &
RSN TNET, BED(/NN—Y 3 VFERFBM)TT —IRN-2ADH LZER LTI,

»)| @ http://localhost/mast O ~ B ¢ X || ) Matrix Scie... --| 2 Mascot Dat...

4 logical, 1 physical Intel processors (hyper—threading enabled, dual core) CPUs: 0 f 2 Javailable, using 0 7 23. [0
searches running]

Search log |monitor log |error log [Error message descriptions |Do not glj [ l\fﬁa)j {)bg;ﬁ
R EWERRI DBS -

Name = IPI human Family = C:/inetpub/mascot /sequence/ IFI_human/current 7 IFI_human_¥.fasla
Filename = IPI_human_3.87x.fasta Pathname = C:/inetpub/mascot /sequence/IPI_human/current /IPI_human_3.87x.fasta
Status = In use Statistics

State Time = Tue Way 08 17:13:058 # searches = 0

Mem mapped = YES Request to mem map = YES Request unmap = NO  Mem locked = NO
Number of threads = 4 Current = YES

3 HOEE

Rami | ¥ *.fasta
.lFiIename

= ok Inr 20120502 fasta pathe | Filenamel BEICIED 71 )LD |rioizos0z.facta
1 State Time - Yed May 09 04:22:19 # searche » =% =
Mem mapped = NO  Request to mem map = YES /\-‘JEI ‘J'ﬁ%iﬁb‘aﬂ%ﬁéﬂf“%

Number of threads = 4 Current = NO

Ko =—aET Ramily = C:/inetpub/mascot /sequence/NCBInr /current NCBInr_%.fasta

IFI lename = NCBInr_20120508.fasta |Pathname = C:/inetpub/mascot /sequence/NCBInr/current /NCBInr_20120508.fasta E
e =frr=r Statistics Compression warnings Unidentified taxonom
State Time = Wed May 09 04:22:19 & searches =0

‘| Mem mapped = YES FReguest to mem map = YES Request unmap = NO Mem locked = NO
Number of threads = 4 Current = YES

Name = SwissProt Family = C:/inetpub/mascot /sequence/SwissProt/ourrent /SwissProt _#.fasta
Filename = SwissPret _B01Z2_03.fasta Pathname = C:/inetpub/nascot/sequence/SwissProt /current /SwissProt _2012_03.fasta
Status = In Statistics Unidentified taxonomy

State Time = Tue May 0s l? 18:05 # searches =0

Database Status BE: BEDPOT—HINX—2

HBHIDNCBIntDELDIC, 2DDBNDT —IXR=IADRFZSINTNDT —IDBHDXT,
[Filename 188 & [Status | IBEZRLEANTIZE0), HIMTIE, BfUH20120502 DStatus
IEBIE MNot inuse] &> TNET, —FIKDF LL120120508D7F3(& Mnuse] x> THY
XTI, TNIF20120502DF3IFBEICERSN TR ST, #L1L120120508DFIHMRTEERTIEE
BOTNBBERLTNFET,

Name = NCBInr Family = G:/finetpub/mascot /sequ

s 1507 .fasta  Pathname = C:/inetpub/mascot fseal] — < —
I Statistics @— DB T?’Eﬁﬂlﬁmmﬁ%ﬁ‘

. D4:22:19 # searches =0
Men napped = NO Reauest to nem map = YE§ Request unmap = NO Mem |4 Status D Mn Usel IC1E> T
Humber of threads = 4  Current = NO

Name = HCBInr Family = Cifinetpub/mascot /sequg b\éﬁb‘iﬁﬁﬁﬁﬁﬁjﬁg

; i 0508.fasta Pathname = G:/inetpub/mascot /sequence/NUBInr/current /NCBInr 20120000, Tasta
'Status = In use Statistics Compression warnings Unidentified taxonom
04:22:19 # searches = 00

MWem mapped = YES FRequest to mem map = YES Request unmap = NO  Mem locked = NO
Number of threads = 4  Current = YES

LYY IRYA T RABASH
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(Ry D=0 CRARProxy Y —/\—Z CHBADBERRDFH :Proxy Y —/\—DRFE]

BEFFH OIS ARMBDIEY Proxy U —/N\—DRENMNEBTY, FMlE
Section BIFRFEMNZB:: Settings Section M [TOFVEEE] (P. 10) ZELIEE0),

[SwissProt DT —HIXR - D 7« )V EERATYREIC T BFTE]

1Y =)L DVD RICERBSINTNDIRRAT —HIN—IF SwissProt DHTI D
MASCOT DT —HN—2E LT SwissProt MANCEA VI —Rw ~ ETRESNTUNDT
—IN—2ZOCBETAF « fFRSNTCT —INR-RZEAITDIBNTEFHT,

F—HIN—-REBNEA T BITEIC DN TIE [Section BIERTEMNZS:: Database Manager
Section(P. 17 )] ZC&IZEL),
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@® Section BIERTEND :: Settings Section

Settings €20Y3 VY TRAEL DT TUTDL4BEDREZENTLETT,

MASCOT Server DInternet EHD TS

MASCOT Server O ABTOT S LAN\DEHOIS

JOFYEE

Be5 T — IR — 2 DRBITIBDERTE

Settings 0¥ 3 VEBEEAIL. BEAAID Database Manager| — [Settings| 21 w2
LCHEEET,

-cgi/db_managerpl

4 »

= )
FAGPYT Za-A  A-L #E
5% 2] Matrix Science - Home... “¥r Yahoo! JAPAN (5] #:MPogoplug @ EITIEEERS |52,

Databases

Databases (7)

*x Google - ez 9 =

Parse rules (16) Name Status New files Tasks

%7 IPI_human * In use (success) [Tue May 8 19:08:17 2012]
I' Settings IPI_mouse * In use (success) [Wed May 9 10:44:27 2012]
NCBInr * Inuse (success) [Wed May 9 17:28:11 2012]

: OriginalDB In use URL
[Settings. ¢ fre R
SwissProt  * Inuse | Update (success) [Wed May 9 03:17:26 2012]
Create new

Synchronise custom CcRAP Offline  (no URLs)
definitions EST_human * Offline (success) [Tue May 8 19:07:05 2012]

*) Entries marked with an asterisk are predefined definitions. Predefined definitions file was last updated Tue
May 8 17:19:46 2012,

Full database status information is available on the database status page.

Refresh

®100% -
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SettingsOE®E (FE) &, EDBIEIC,

MASCOT Server DInternet EHOT S| MASCOT Server M HETOAT S ANDIE
BN —IEHREIB D

OIS . [TOFVEES . BT —

MY YPTATNET,

F=RIE] ICRITDEBRUYDID

M, SE|EBICDONTEFLL

t/x-cgi/db_manager.pl?sul ttings 82 - € X || @ Mascot Database Manag... x

%] " ™ ‘ :
F2otyT Zaoz AL HE plus | W AP i

5k £ Matrix Science - Home... ¥ Yahoo! JAPAN (5] #uPogoplug & EITTEEEES | 3

- [P eE -

I * Google

Database Manager

Databases (7)
Parse rules (16)
Tasks (0)
Settings

Mascot Database Manager Settings

Internet access settings

I Allow Internet access?

Database Manager may access the Internet for two purposes:

Settings

Proxy settings

1. Download the latest configuration infermation from the Matrix Science website.
2. Download new database files.

If the Mascot Server machine has no Internet connection, or if you do not wish Database Manager to access the
Internet, this behaviour can be disabled.

Internet access is enabled.

Changing this setting will take effect immediately. Update tasks that are currently running will be allowed to continue
until they are done.

Dizable

Allow external full-text reports?

By default, if a database definition has an external full-text report source (an external URL), Mascot report scripts will
download and display the extra data when protein details are viewed. This behaviour can be disabled

External full-text report access is enabled.

Changing this setting will take effect immediately for all active and inactive database definitions.

m

€ 100%

Settings BE L 30

P-ox

@ http://mtc20/mascot /x-cgi/db_manager.pl?sub=settings

(& Mascot Database Manag... x

| |ﬁ§¥m»

‘ 9 .M @
FAIbYT -2 AL HE ALY
5% & Matrix Science - Home... ¥ Yahoo! JAPAN (2] #i(DPogoplug @ ELZNEEERS | 5.

|| * Google v 2 EE -

Proxy settings

You may need to define proxy settings to enable Database Manager to access the Internet, depending on your local
network and Internet connection.

HTTP proxy strategy:

. Try Database Manager proxy settings (currently no proxy settings defined).

. Try mascot .dat settings {currently no proxy settings defined).

. Try proxy settings defined in the system environment (currently no proxy settings defined for CGI scripts).
. Direct connection without proxy.

Awe

URL test succeeds; Database Manager can access http://www.matrixscience.com/downloads/databases_1.xml from
the Mascot server machine.

Edit proxy settings

Sequence directory settings
—

Segquence databases are usually stored in a single sequence directery. The default path is
C:/inetpub/mascot/sequence, but this can be changed below.

Note that you can always change the sequence directory for individual database definitions when creating a new
database definition.

Sequence directory: G/inetpub/mascot/sequence

(If you leave the value empty, it will be reset to the default path.)

m

#100%

AL TUVET,
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O MASCOTH —/\—D+ VA —Rv NADEHFD [Internet access
settings)

MASCOT TIET—HR=RT 7 A JVEREOT —HIR=RADEZI 71 ILF T v I DIZDHA
-y FCERELETT . CNODEEEZFERE T VY —XR Y FADEREHRLE LURNES.
(Internet access settings] BB CHREZEE LNNEBEZ DBV TSI,

Internet access settings

Allow Internet access?
Database Manager may access the Internet for two purposes:

1. Download the latest configuration information from the Matrix Science website.
2. Download new database files.

If the Mascot Server machine has no Internet connection, or if you do not wish Database Manager to access the
Internet, this behaviour can be d

-} o
Internet access i <~IREDREAND

Changing this setting will take effect immediately. Update tasks that are currently running will be allowed to continue
until they are gone
——— |

—BEPOER

[0 MASCOT Server O HNETOT S AN\DEHOTISE [Allow external
full-text reports?)

MASCOT DFREENDP TY VNN DEDFHMBIERERT I DED DD T, sHbiERISO
=D VELA—HICHFOYO—-RENZI 71 IVD SIS T DHBE ENEDT —/N—DH5EY
BIDBEENDHDFET . FEHMBREFIDICHICE Y FIVNTEDBRENET —/I\N—A\&RITD
EEIFFRVIES. [Allow external full-text reports?) IEE CHREELEIDIENTEFT,

Allow external full-text reports?

By default, if a database definition has an external full-text report source (an external URL), Mascot repeort scripts will
download and display the extra data when pr— - - —ehaviour can be disabled.

SNk
External full-text report access ifl enabled. ~IRTEDIRERNET

Changing thiz setting will talke offact immediately for all active and inactive database definitions.

Diablk —EREDUDEZ
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O Proxyt—/\—i2%E (Proxy settings)

B DE DMASCOTTIZT —HI N =T 7 LS ddatabase DEZE I 7 1 ILDF T w2
DIEZHA VI =Ry FCEFELEZIN FARLTNDRY FD—DREBICK > TEProxy —/\
—HBATRNE A VI =Ry EAEHR CERNSBDH D XTI, [Proxy settings] IBE TldProxy
[CRITDEEZETTL)

X9, REBHEICIE. | Proxy settings

. You may need to define proxy settings to enable Database Manager to access the Internet, depending on your local
[Proxy Settlngs] network and Internet connection.
1. Try Database Manager proxy settings (currently no proxy settings defined).

. HTTP proxy strategy:
BER®D. TEdit
2. Try mascot .dat settings (currently no proxy settings defined).

: 3. Try proxy settings defined in the system environment (currently no proxy settings defined for CGI scripts).
prO)(y Settlngs—] E 4. Direct connection without proxy.

N URL test succeeds; Database Manager can access http://www.matrixscience.com/downloads/databases_1.xml from
EIRUE T,

the Mascot server mal
[C===0 7o+ rEdit proxy settines.

FHNTTOF VT —/N—DEREBENENET (TR ., BEN B BRICEECERFIT 2 ~HMT
PNTHHD., JD% http://www.matrixscience.com/downloads/databases 1.xml

[CPOELRATEDE [Succeeds | EXRTUE T, SREBEE CIE Proxy U —/N\—D7P D5k,
M—EECNA. BENBNED - —BO/NNRD - REANTDIEMDHOET., F/T. HTTP
JZFTIE<FTP [CDVWTERETDEAN DV F T, REXEE N8B Save] ZIBLTIIZS
LYo

[Database Manager_| i
ALEHOZES Mascot Database Manager Settings

Databases (1)
Parse rules (&)
Scheduled updates | Proxy settings

mascot.dat settings ECDHS proxy B—/N\—I|CEI9 DIeHR=E

Th ded =] \ . Y
oy s Sy ST B0 BAYIIC TAuto) ZHEE
/

Running tasks

Settings

Proxy type

Host (HTTP proxy) (?) Proxy -U-_/\‘_P F L/Zo

fBl: http://proxy.mascot.jp/proxy

Proxy "— ., fl: 8080

LA —T—BE/NRDT—F,
ERALTNWRNEE. ZWT

Save

LYY IRYA T RABASH
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Sequence 7 )L T D)l RBEFERTE [Sequence directory settings)

MASCOT TERIT DT —IN—=ADIT 7L IVET 71 IVBENKREL., UL T 71 ILD
BEZBPICREBONELCDENDVFT., J7MILDEEHZAEEE I DICIE.  [Sequence
directory settings] DIEBZEEMZ., REZBA I DICH [Set/ MYV EIBLTIZESN (R
\>\<) o

Sequence directory settings

Sequence databases are usually stored in a single sequence directory. The default path is
C:/inetpub/mascot/sequence, but this can be changed below.

Mote that you can always change the sequence directory for individual database definitions when creating a new

database definition.
~IREDREANT., YECMUTEEHRZD

Sequence directorl G imetpubsrrascotfsequence I

(If you lea

Set —HREEHDERA

set to the default path.)

Proxy Settings BIE

LYY IRYA T RABASH
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@® Section Bl RFENDS :: Database Manager Section

databases TOY 3V Tl UM RORABDEREREEITOCENTEET,

EAFT—ASINN—ADON/OFF
FT=INR=T 71 I)VLOIRE (FH>O— RE3E)
FT=IN=DT 74 )VDOENZEENENES » THRE

4 4 4 <«

[T —IN—2DEN

AR, Databases Manager Section CfTDEND TEDHFREICDNTEHEDHTUET,

O AT —9NX—RAMDON/OFF, T—IN—D 741 JLOREG (FHrO—
FBE928) [Databases section]

Database Manager ORIMNOBEE. FLEEALETIL—AD—EF L. [Database Manager |
— [Databases] Z2 ) v DI DIERMNDEEA T, T —HIN—RICDNTZDEBIRREN—E
LR CTEFET,

Y @ http://mtc20/mascot/x-cgi/db_manager.pl?sub=dbs

gam-| B om0 B |
x Google V= 2o O e | AR

9% ] Matrix Science - Home... 3 Yahoo! JAPAN [g] #.(DPogoplug & ETEEEERS | #%... ¥, 1EEH - BEaHEs...

! Databases (8) ‘ rDatabaSeSJ
[Earse rules :: Tasks

Tasks (0) IPI_human * In use (success) [Tue May 8 18:08:17 2012]

Settings IPI_mouse * In use (success) [Wed May 9 10:44:27 2012]
New databasa NCBInr * Inuse (success) [Wed May 9 17:28:11 2012]
Ena_b!a_ predefined OriginalDB In use (no URLs)
deiition Orginaloss 1 use
Create new SwissProt  * In use (success) [Wed May 9 03:17:26 2012] 3
Synchronise custom
definitions CRAP Offline  (ro URLs)
EST_human * Offline (success) [Tue May 8 19:07:05 2012]

*) Entries marked with an asterisk are predefined definitions. Predefined definitions file was last updated Tue May 8
17:19:46 2012,

Full database status information is available on the database status page.

Refresh

#100% -
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Databases 23 YTl ERIDT—IR—2ADEIRDT—IR— T 71 I)LDEEH (&
DY0O—RFOREB) ET58NTEFET (TR

SERIRS \
Databa sés Z DB E#f / Activate /Deactivate t1&
W

Name N files Tasks
IPI_human * In use ] (success) [Tue May § 19:08:17 2012]

IPI_mouse * In use pdate Deactivate | (success) [Wed May @ 10:44:27 2012]

MNCBInr * In use [ Lpdate ] [ Ceactivate ] {success) [Wed May 9 17:28:11 2012]
OriginalDB In use (no URLs)

OriginalDB3 In use [ Update ] Deactivate l
hvd ” . »”
| [[Deactivate | (success) [we R L BBIE” Activate

SwissProt . n use [ Lpdate
« TBBE” Deactivate”

cRAP Offline(no URLs) SNTL\BTF—AINR—2
EST_{gan * Offline [ LEEQE ] [ Activate ] (success) [Tue ™May B8 19707705 Z01Z]

*) En marked with an asterisk atsp] ¥ XD NTNDFT =N =2 |5 file
was | pdated Tue May 8 17:19:46 2 MASCOT BINameEEE LT3
T—INR—-ADERE : ” Predefined”
Refres ERALTNG

Full d ase status information is availd

BT —HIN-ZADEMED UNT/IN=U2VD) 20w D3DE ZIT —HINX-RADHEE
ON=I3Y, TPAIVIBDIRRICDODNTIDFLIRDIBNTEXT (REBRD .

LYY IRYA T RABASH
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{ i Matrix Science - Home =

k.

Esh— a0 —1

pl2sub=dbs%a3ASwissProt |

-
SIS Database: SwissProt

Databases (8)
Parse rules {16)
Name

Tasks (0) SwiseProt BREIP1IU configurationxml RTODRBHR

Settings

Using predefined definition

Copy Configuration last updated Tue May & 17:19:46 2012,

Delete Database type
Amino acid (protein database)

Database directory ]

C:/inetpub/mascot /sequence/SwissProt Sourrent

ilename pattern

Database FASTA 271U
Matching files in directd DEBON TN DB

SwissProt _2012_03.fasta (243 MB) (current)
SwissProt _2012_03.dat (2.4 GB) (current)

cwissProt_x.fasta

Database status

In use

[ ] Activate/Deactivate tINDEZ

Scheduled updates
(no schedules defined)

[Catscrease | | BREHRT Y2 -1

Most recent finished task

[Wed May 9 03:17:26 2012] (success) No new FASTA
file available; database SwissProt is up to date.

[ 8 ) |
I Update database now I F=HIN=2T P A ILEH

[[ Show configuration details ]] S |ICHMMRETABHRIZNES

-

Databases {@517—9 X —EBEEBE
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BNR—I|ZHD Update] F/ZlL NUpdate database now ] MNYVEBIE, T—IN
—XID 71 IVDBFNZDHZTRAY—FLET, XY — T DE [Update 0)'1‘5’/73‘}33@
<130, Task& UCEWESVWHDBBEICKRTSINET,

* Ry bhDJ—=2(CT Proxy Y—/N\—ZCFASNTL\DIHBE. Database Manager /X—
37T Proxy U —/\—DBRENMUBE T I, RETIEIC DUV TEE UL IT Section BIFRENS::
Settings Section @ TJOFYERE] (P.10) ZELIIZEUN,

(@ Mascot Database Mz
IFILE) |EE) F=R(V) BElE) FJwiHT—4(B) Y—ILI) ~JLT(H)

4 { i Matrix Science - Home x ] { i Mascot configuration | | Mascot Database Manager... x

> #H | mtc20/mascot /x-cgi/db_manager.pl?dbs.edit-mode=;dt 77 v & | | ¥~ Google

(& £<B3~—= @ Firefox ZHEVTHED o) BF=1—X

T—INR—=RIT 71 ILEH D
Scheduled updates

(no schedules defined ~ EWZRIZNIBSI(E Task
aueuel DU YD

Task queue fat Tue May 29 21:41:30 2012)
—TToag mes for SwissProt (added Tue May 29 21:41:18 2012)
Most recent finished task

[Wed May 9 03:17:26 2012] (success) No new FASTA file available;
database SwissProt is up to date.

Update databaze now

Updating will be enabled after the current update task has ended.

Show configuration details

O T—OIR-T 7 )VOENSERENS - EHRE (databases

section)
BIRD., BT —AIN—RADHEEERBEREICHD Edit Schedule ] ZIFT &, zHT—IN
—2DINEZEEENICITOLHDOBREBENIENTE T,

EIL. BB <Daily>. Bil8<Weekly>, &H<Monthly>MD3fEENHNFTIT (REX) .
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@& http://mic20/mascot/x-cgi/db_manager.pl?sub=dbs
x vlomp=.| B . ™M | | : A
X 3'°| Iw= | =227 A HLwy | A DI a2
3 £ Matrix Scien g @ ETRSHEES | ... ¥ hSEE - BESRES..
® Tdatabases. -
Database Manager
e o] | Databases
—
= - > Name Status New files Tasks
Tasks (0) IPI_human * In use (success) [Tue May 8 19:08:17 2012]
Settings IPI_mouse * In use (success) [Wad May 9 10:44:27 2012]
NCBInr * In use Update Deactivate | (success) [Wed May 9 17:28:11 2012]
QOriginalDB
Enable predefined z
definition Farsrn ® database %?R
Create new SwissProt © InUse | Update Deactivale | (5Uccess) 1 Wed May 9 03:17:26 2012] 3
Synchronise ¢
definitions Mascot Data =

I7ILE) R|EE) =) BEE) Twis<—4(B) Y-ILI) ~LT(H)

i Matrix Science - Home

x I_ Mascot configuration o | [ Mascot Database Manager.. x | + |

€« > & | {1 mitc20/mascot/x-cgi/db_manager.pl?dbs.edit-mode=;dk - | |2~ Google P|
(8 £<BBEA—= @ Firefox BEVTRED o BF—1—X
‘
Scheduled updates
(no schedules definedq™
[ Edit schedule | @ [Edit schedulel
Task queue (at Tue May 29 21:41:30 2012)
Download files for SwissProt (added Tue May 29 21:41:18 2012)
Most recent finished task
[Wed May 9 03:17:26 2012] (success) No new FASTA file available;
database SwissProt is up to date.
Mascot Database =
I71ILE) REE) =RN) BEE) Jvovd—4B) YT ~LT(H)
i Matrix Science - Home x l_ Mascot configuration o | { i Mascot Database Manager: S... x | 4+ 3
&> # | 71 mtc20/mascot/x-cgi/db_manager.pl?dbs.edit-mode=cron;dbs. {7 v & | |2~ Google P|
(&) £<BB~— @ Firefox ZHENTHED ) BF—1—X "

Database configuration: SwissProt

Scheduled updates

@ None

O Daily at HH + : MM =

) weekly on v at HH v : MM ~
) Monthly on the <nth= + at HH + : MM ~

@ TEHSEHOR T Y2 —)LiEE%R Savel

Cancel A

p—
Save
——

Databases @317 —4/X—2X Edit Schedule B
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O FRT—INR—2DEN [databases section)

MASCOTDIERXIR EFDT —IN—=ZBNTDICIE. MTDOA4DDFFENHDET,

(FRT—IN—RZENT B4 DDIFEEFIART —HINX—2]

1. INTOEEDVEFEDICE >IEHEAENE [predefined database
definition] ZZNDFEEEA (O 7 1 ILERBIBZIRESEREDEEN
TERV, T=IAR-2ADBNEERSINTZEDEFEATD.)

— *x P, 18~ SwissProt, NCBInr, IPl dftt, NCBI @ EST, EMBL @
EST ® IPl, trembl 75&

2. LECIBE 1 D lNpredefined definition] Z{EMAT 3D, ESICEFEE
FUTCHA [template FIFA)

- x P, 22~ D71 )LRY~ ~(INCBLEBI &) TEHERA LT\ DHED
A=V v DI P I ERBTIREG. L& 1 TURRPYyTENE
F—ANR—-ZERERIB ULEH, BNZERE LEDIFEEMEBDOMHREED
LEEBIBDT—IN—-R &R LUIZ D T DIFE

3. BICHRFTD MASCOT TEALTNDT—IN-AEBEENR—XICE

AZZE UCHA (copy FMIFA]

— % P, 20~ WERD predefined D' XA RHSTERLERICERPD
F—=AIR=2ANSER, IE—TDT—IN—IATHAETNTL\D fasta
D7) EIE-—UTCRBATINEINDERENIET BEFET—IN—AD
KD\ —YaVaBBERUZD., BRSKRBIL-ILOAIIFIVT—
INR—-AZER U D I DIBEDRAEFZETE

4 TECBDTHRRTEZECA * #BIR  [Custom])
— % P.33~ 1~3DWH\ BDOTIERLIZ FASTA 2 71 )LIzEDFRIA
=ZM8E
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(1.INXNTOREDOEXEDICE > ZHHENE [predefined database
definition) Z{£f)

MASCOT I TREICEREZER L CNDNDDDT —IXR=RCDNT, SMESHZDE
FZDHREEFB I DIFICIE Predefined database definition ZFIALZE Y, predefined
definition DEFBINTNDT—IN—RIUTDEDTY,

[Predefined database definition CEBINTUNDTF—IN—21—E]

® contaminants / cRAP - OV X, FEEFEARRICEBET DY V/INDE,

@ XXXX EST EMBL [CHIEST T —HN—2, Fild
http:/ /www.matrixscience.com/help/seq db_setup EMBLEST.html CBLEE
e <UZAF> Environmental EST , Fungi_EST, Invertebrates_EST,
Mammals_EST, Mus_EST, Plants_EST, Prokaryotes_EST, Rodents_EST,
Unclassified_EST, Vertebrates_ EST

® EST YYYY NCBI [CHDEST T—HIN—2, il
http:/ /www.matrixscience.com/help/seq _db_setup EST.html CEBLEEN,
<1JZ > EST_human, EST mouse, EST _others

® IPI ZZZZ 1PIT—HANR—-R, QO11FTEHNEFO>TNET) <UZAR>

IPI_arabidopsis, IPI_bovine, IPI_chicken , IPI_human, IPI_mouse, IPI_rat,

IPI_zebrafish
@® NCBInr
® Trembl
® SwissProt

® UniRef100

LYY IRYA T RABASH


http://www.matrixscience.com/help/seq_db_setup_EMBLEST.html
http://www.matrixscience.com/help/seq_db_setup_EST.html
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[ Predefined database definition] ZfE > CTF—HAN—-XZENT DHREBE N\ T2
FBICIE. £ETI UL —AD New database] -— [Enable predefined definition | Z72'J) w2
LET (FED,

3 @ http://mtc20/mascot/x-cgi/db_manager.pl?sub=dbs

H .=

- | - - -
qr= —3-RA AL OlLd—
I» Yahoo! JAPAN (5] #DPogoplug 0 EITANE&ERES | 8. ¥ nEEE - BEa&KEs..

‘ =4 »
[databases.|

Database Manager

Databases (8)

»

Databases

Parse rules (16)

Name Status New files
Tasks (0} IPI_human * In use
Settings IPI_mouse * In use (success) [Wed May 9 10:44:27 2012]

NCBInr * Inuse
QOriginalDB
QOriginalDB3

SwissProt  * In use

(success) [Wed May 9 17:28:11 2012]
(no URLS)
(success) [Wed May 9 03:17:26 2012]

e

New datahaza

In use

In use

[

Synchronise custom
definitions

nAD CIEFL

a..q 0. _ong [ 107 ]
IEnable predefinied definition (Success) [Tue May © 19107:05 2012

prec=rmred definitions. Predefined definitions file was last updated Tue May 8

7
17:19:45 2012,

Full database status information is available on the database status page.

Refrash

Tasks
(success) [Tue May 8 19:08:17 2012]

®100% - |

ERULEZNT—IN—-—RZEAT. [Enable] RYVEBLFET,

& http://localhost/mascot O ~ ¢ X 2
genmtlons EST_human Enable

EST_mouse
EST_others Enable
Fungi_EST Enable
Human_EST Enable

Already set up as EST_human. -

Invertebrates_EST Enable

IPI_arabidopsis

[Enablel

IPI_bovine

IPI_zebrafish

Mammals_EST

Mus_EST

Enable
Enable

Enab e

(Enabee |
L Enble | |
|_Enable |

Enable
IPI_chicken Enable
IPI_human Erable | Already set up as IPI_human.
[ IPI_mouse Erable 3
W IPT_rat Enable

Enable predefined definition BIE
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BT —INR—=T 71 )LDEEHFZ [Sequence directory] TSR UMBNDNIEIESE
LET, tER%. [Create] MY VEBLET,

x Google

-2 |§’fm» 3+ .ﬁv*v

9% £ Matrix Science - Home... “¥? Yahoo! JAPAN (8] #:DPogoplug Y EinE&EES | &%

Database Manager

Databases (10)
Parse rules (19)
Tasks (1)
Settings

Enable predefined definition

Database name:
IPI_bovine

New database

Enable predefined
definition

Create new

Seq 1ce directory (?)

G iretpubdmascot/zequence

Database files will be located in the directory IPI_bovine in the sequence
directory. The new directory will be created if it does not already exist.

Synchronise custom
definitions

Previous Create
[Createl

—SIR—-ADEREICEHT DdSummaryDNRRSNF T, COERETRICEZST

MASCOTIC CTEAXIRDT —IN—XE LU TRFBSINTNEI N, EATAEE
MiTLTIINNTND T —IR= DT 71 )LOIRE. BEEDT THMNETT, T—IX—-27
71 JVEBINRZTESS UIZ WS I\ /=1 VDD the task queue | 20 v DO LET,

l 7 £ Matrix Science - Home... "¥p Yahoo! JAPAN (2] #iDPogoplug  EIEITEEERS | 355... I

1 Database Manager

Databases (11)
Parse rules (20)
Tasks (2)
Settings

IPI_bovine
Copy

Database: IPI_bovine

Name

IPI_bovine

Using predefined definition

IPI_bovine

Configuration last updated Tue May 8 17:19:46 2012.
Database type

Amino acid {protein database)

Database directory
C:/inetpub/mascot /sequence /TPI _hov ine/current

—HINR=2D

At = vuy g

Filename pattern

IPI _hovine_x.fasta ;_9/\\\ Zy'j D |\ E}‘ﬁ

About to download fESRIE Mthe task queue.l

Database files nead to be downloaded before database
configuration can be completed.
Dow|

WEEEEAtion 1; waiting for downloading to
stary See the task queue for fore details. (Download task added

Wed e

®100% -~
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T—IN=D 74V DYO— FOEBRRDRTSNE T,

il @ http://mtc20/mascot/x-cgi/db_manager.pl?sub=tasks

- I
* Google | BEREEE EHEEE R 2 M
54 ] Matrix Science - Home... “¥» Yahoo! JAPAN [g] #(DPogoplug & BT 3nEEEsES | . ¥ SRS - OERRES.. I
| —
atabase Manager
Database Manager tasks
Databases (11)
Parse rules (20) Database Manager processes scheduled tasks one at a time in the background as long as Mascot (ns-monitor.exe) is
Tasks (2) running.
Settings Task processing is currently enabled. Task queue and currently running tasks are shown below. P Task process g
control
# Queued task Added
1 Download files for IPI_bovine  Wed May 30 10:57:55 [ Cancel |
dbman_doun |oad. pl_IF|_bovine 2012 E

Title Started Progress
Download files for Wed May [12.0%] Downloading Gancel
Environmental_EST 30 <ftp://ftp.ebi.ac.uk/pub/databases/embl/misc/acc_to_taxid. mapping.txt.gz>

dbuan_downlozd. pl Envirermentsl EST  10:33:01  (try 1 out of 5): 210 kB/s (296 MB/568 MB, 22m 5s remaining)
2012

Task log

Database Status ICRIEN. Status 1Y “In Use”EBRNIEIRTTI (R

(& Mascot search status page
,XG°3'°| M- @ @ R=1) H\I
i 3% & Matrix Science - Home... “w? Yahoo! JAPAN [E] #:DPogoplug @ ELITEEERS | &%... ¥ HSRES - Ba5&Es..

http://mtc20/mascot /x-ogi/m

MASCOT search status page

Wersion 2 40 — mskk (TUWG-837E-HV¥Y-88F4-52GB) Licence Info
4 logical, 1 physical Intel processors (hyper—threading enahled, dual core). GPUs: 0 7 2 Javailable, using 0 7 23, [0 searches running]

Search log ‘momitor log ‘error log ‘Error message descriptions ‘Do not suto refresh this page |

Name = IPI human Family = C:/inetpub/mascot /sequence/IP1_human/current /IPI_human_x.fasta
Filename IPI_human_3.87x.fasla Pathname = C:/inetpub/mascol /sequence/IPI_human/current /IPI_human_3.87x.fasta
Gtatus In use Gtatistics

State Time = Tue May 28 10:59:57 § searches = 0
Menm mwapped = YES Request to mem map = YES Request urmap = NO Mem locked = NO
Number of threads = 4 Current = YES

Nae = IPI mouse Fami |y C:/inet pub/mascot /sequence/IP1 _mouse/current /IPT nouse_k.fasta

.87.fasta Pathname = C:/inetpub/mascot/sequence/IP1_mouse/current /IPT mouse_3.87.fasta
Gtatistics

10:59:57 # searches = [

Mem mapped = YE& Reauest to mem map = YES Request unmap = NO  Mem locked = NO

rStatUSJ 7:)‘ rln useJ (:Enlg OK Feurrent ANCBInr #.fasta =

®100% <~ .
)|

Status = In

Database Status BIE
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(2. predefined definitionZRIAI DO, BRIDHEE LU THA
[templateFIA] ]

template FAIF. BUKRETEUIL=ILZEDDT #—V v & U TMASCOTHEER L TL\D
v I lpredefined definition| % [ltemplate] & UTCEDEDD. BEIOHEE L CRIABT
BDIIETY, TP AIVRET A FTEBLUTNWDIHEE D # —V v  (ID (Accession) scaidD)L
—ILD'E—) DT —IR-XZFAT DIHBED. predefinedD/N\—I 3 VENZEZY ~UEL)
BEICMABLET, BIZIF2011FTEHNLEF OLIPIT —IR=2ORDDIC, IPICHZET
BDEWRESFNDuniprot T —HIN—IANDSRFEEMBDOHEIREE UL T —IN—Z/ERK
UTHODICENZU TR EDtemplateZRIFB LE T,

MR, template ZRIABUET —HX—-RDOBRDEZL LI I N ZDRIICEESEE LT
uniprot DNSEMBEREE U CRAIDIEEZRICEEZHBITLET [RIFEM]

< uniprotHStaxonomy;humanZiREH U CFASTAD 7 1 JUICT BIIE

T—IN=RABENSDUBANZNFTIN. A—F—D5D=Z—XN'G). uniprotH
SEEEMBOIY R - ZERESH UCFASTAD 7 1 UIC T DIIEEHE TN
LET,

1. IREBUEWVWEYREDTax ID ZH#ERLE I, Tax ID [EMASCOTDAEYFERTE
TEHEA LU THVBNCBIDtaxonomy ID TY, sANTEVESEMUTOY 1 T2
=D — RERELUCESEREHDOLIIEE),

http:/ /www.ncbi.nlm.nih.gov/taxonomy

Tax ID {5l ) Mus musculus : 10090, rattus norvegicus : 10116 72¢&,

(@) Taxonomy browser (Rattus norvegicus) - Mozilla Firefox |E=E
FFAIE) ﬁﬁ?ﬁ) TR BEE) Tva~—2o(B) Y—iLI) ~NLF(H)

J 22 Taxonomy browser (Rattus norvegi...

€« # ‘ £ www.nebi.nlm.nih.gov/Taxenomy/Browser/wwwiax.cgi?mode :F_'j — F*ﬁﬁ
N

(8 L<RB3A—2 @ Firefox ZHVITRED &) BF-1—2

f5l1) rattus norvegicus

$J2) human

Rattus norvegicus Frfrez records

Database name  |Subtree links | Direct links
Genbank common name: Norway rat Nucleotide 270518 270517
Inherited blast name: rodents Nucleotide EST | 1,103,577 1,103,577

Rank: species Nucleotide GSS | 867.131 867.131
Genetic code: Translation table 1 (Standard) ‘ — -
Mitochondvial generic code: Translation table 2 (Vertebrate Mitochondrial) Protein 10.741| 110744
Ofhor na Structure 1736 1736

commeon name: brown rat Genome 44 44

NCBI, Taonomy Browser  http://www.ncbi.nlm.nih.gov/ t:;xonomv

Taxonomy ID: 10116

REUYI RS TV ABARH
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2. uniprot MY + www.uniprot.org/\J7?2 2

3. ¥F—D—PF organism:TAX ID & keyword:“complete proteome” TIEHR

f5l) organism:9606 keyword:”complete proteome”

F-0— F&®
e‘ http://www.uniprot.org/uniprot |

@ saaffold Eveluation .. [y Masestesarnen|  {5l]) organism:9606 keyword:”complete proteome”

keyword:"complete proteome" AND organism:"Homo sapiens (Human) [9606]" Advanced
=

Help Contact |

&, Download
Re\:,\_d”_\J d g,ij_ Hl-ﬁ&y @ About UniProtke

Filter by & Download ’ Columns 41 1to 25 of 68,511 " Show 25 hd
'i . >~ Download results | gEs i e mes
*# Reviewed Entry oo = Gene names ‘Organism Length
(20,198)
Swiiss-Prot .
[0 B7Z1M9 C2D4D_HUMAN ‘H,i C2 calcium- C2CD4D, Homo sapiens
Unreviewed - dependent FAM148D (Human)
(48,313) domain-contain...
™ N M ﬁ Uncharacterized Clorfs53 Homo sapiens 145
P SW|SSProt 7 —& y - protein Clorf53 (Human)
Orgormorrr — N a Putative ZNF436-AS1, Homo sapiens 126
:::theaill;a:::rlzed Clorf213 (Human)
Proteomes [] QBN4J0 CI041_HUMAN gi UPFO586 protein  C9orf4l Homo sapiens 409
UPDODD05640 7 coorfal (Human)
(e8,511) [] Q9HEK7 CI088 HUMAN [ Uncharacterized  C10orfa8 Homo sapiens 445
View by - protein C10orf88 (Human)
[0 Q9v471 CMAH_HUMAN ﬁ Putative cytidine CMAHP, CMAH Homo sapiens 72 v

e mannanhacnbhata_ (AT, £

IRRE. FASTAD 71 )LEAF I BICIE. BE LEDDownload | &2 ') w2 L, format
& UT TFASTA] Z28IRLT MGol) MAIVEBLET,

Download selected (0) b4

® Download all (68511) Cownload selected (0)
® pDownload all (68511)

Fnrmat:| FASTA (canonical)

FASTA (canonical & isoform)
-ie =

Preview {14
Text Preview first 10
Excel
[ |cFF [~
XML
| HUMaN  |[RDF/XML ZNF/
List o

* 2015F481588R7T68,51 10T Y M) -ty FUET, D57 /7=y 3N
DUV TL\BSwissProtdD T ~J—H 20,2034 7TY,

S UIZE D 71 JUIIMASCOT DIERXIRT—IN—=X T 71 )LE LU THRATRETY,

<uniprotHStaxonomy:humanDF —4% ZIREH UIZFASTAD 7« JVENESE:HBD D>
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& Template RIBFRT —SIX—ERHI : uniprot_human F—IN—2/EEK

Database manager D, £ L —/\ [New database| — [Create new] ZEU'ET, i

WTIRNSB® C.

[Database name] [CEIRT DT —IN—XDBMEAD U,

[Use

predefined definition template ] THIA UC( \templateZiB'E I, BITIE MNUniprot
proteome template | ZEUE T, EIRE.

[FEEE=

@ http://mtc20/mascot /x-cgi/db_manager.pl

[Next| Z#HLZET,

I
£ - ¢ % |2 Matrix .. @mascot .|

x Google

SERTN- TR

55 £ Matrix Science - Home... ¥ Yahoo! JAPAN () #:DPogoplug 0 ETIHEEERS | 2. # nZEE - O=5SEs..

EH» g +1

Database Manager

[Create New

Database Manager

Databases (11)
Parse rules (20)

Tasks (0)

Databases

Databases (11)
Parse rules (20) Name Status New files Tasks
Tasks (0) Environmental_EST = In use (success) [Wed May 30 11:23:32 2012]
Settings IPI_bovine * In use (success) [Wed May 30 11:27:15 2012]
Y ——— IPI_human = In use (success) [Tue May 8 18:08:17 2012]
Enable predefined IPI_mouse = In use (success) [Wed May 9 10:44:27 2012]
definiticn NCBInr

I Create new I OriginalDB

New database definition

Database name (?)

Settings

Uniprot Human

© Custom

New database

Enable predefined|
definition

[Use predefined definition template.

Create new

Synchronise custom
definitions

C emplate (7]

UniProt protecme termplate El

et

Databases -> Create New BE

T—IN=RD 71 )VOESHAERD.

[Create] ZILFET,

Databases (11)
Parse rules (20)
Tasks (0)
Settings

New database

Enable predefined
definition

Create new

Synchronise custom
definitions

Custom definition from
predefined definition template

Template:

UniProt_proteome_template

Database name:
Uniprot_Human

Sequence directory (7)

Cifimetpubd mascot/sequencs

Database files will be located in the directory Uniprot_Human in the
sequence directory. The new directory will be created if it does not

already exist.

(Previous J| oreate |

[Createl
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C DR TIEFASTAD 7 1 JUOPARDBFAICEBNN TR ST, Inactive 57 —IN—=XEL
TMASCOTBIICERINTUET, FRIDEHOICIIRERIREBUIED 7 ILEBED I 71U
BICEZTHOIEED I 2 )LYICEERE U = TActivate T DUEBNHD F T,

@ http://localhost/mascot,x-cgi/db_manager.pl?sub=dbs%3AUniprot_Human L~a

& Mascot Database Manag... * |

Database: Uniprot_Human

Databases (18)
Parse rules (18)
Scheduled updates Name FASTA 2 71 )LEHR
(o) Uniprot_Human
Running tasks (0) Database type
Settings Amino acid (protein database) FASTA 7 71 )L E15FR
Database divectory |
C:/inetpub/mascot/asequence/Uniprot Human/current
Enable predefined =
definition Filename pattern
Create new Uniprot_Human_.fasta FASTA D7 A ILDFRED
Synchronise custom o
definitions BFRICIRVNEZERT
No local FASTA file
Do
Copy Database files must be present before the database can be configured and
elat activated. You have the following optio
elete =
271 )LDEBIIE

® pownload from remote URL orq Ay0— RO URL BEEESRLE LY <IC

E Upload file using web browser Ay 0—R
Copy file manually s web TSUYNSI P A VEF v IO — R

ext > - VAPV TRBRFICT P LIE—

D71 IVEREITDIIAEICIEWEBI SOURB T 71 )LEEL [Upload file using web
browser] &, A IFICT 71 )L ZBERE I D [Copy file manually] DD XTI,

(D71 ILDRETTET copy file manually ] ZRIRUIEIBE]
[Database directory] TIEESNTWNDI ALY, DFD
C:¥inetpub¥mascot¥sequence¥Uniprot_ Human¥current

C. FDOYO0—RUEDPAILERE L. &#%Z [Filename pattern| CEESNEHICES
MZFET, BLEMHPD M) BDEEBDOXXFI. HIZEFOYO—-FEREICEBLIET,
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& Mascot Database Manag...

71 )VBZEEH) Uniprot_Human_20120608.fasta

Database Manager

Databases (18)
Parse rules (18)

Scheduled updates
(0

Running tasks (0)
Settings

New database

Enable predefined
definition

Create new

Synchronise custom
definitions

Uniprot_Human

Copy
Delete

@& http://localhost/mascot,

Name
Uniprot_Human

Database type

x-cgi/db_manager.pl ?dbs.file-source=manual&sub=dbs% 0 ~ &

Database: Uniprot_Human

Amino acid (protein database)

Database directory

C:/inetpub/mascot/sequence/Uniprot_Human/current

Filename pattern

Uniprot Human *.fasta

Filename pattern

Copy files manually

Uniprot Human *.fasta

Edit filename pattern

Please,

@ MUTFTEESNIZI 2 ILFIIC

o)

1, copy the FASTA file
I C:/inetpub/mascot/sequence/Uniprot_Human/current; l

2. ame pattern, e.g.
Uniprot Human 20150512.fastalin the pattern, * matches any string of

characters);

3. and refresh this page to continue.

| Previous |I Refresh |]

@ BESNLEZMIL—IVICEDE
2P IBEEELUIE FASTA

@ Refresh RV =BT

JrAI)I&E3E-LIES

HIT P71 IILBICEDEE)

[E=8 e =)

E_H...

LB ~

» current

HE -~

- | 4 | | currentdMEsE

FLWIAILST—

B

FASTA 7 - )l

uniprot-organism%%3A9606+co
mplete+ protecrne_izofasta

Unipret_hurman_20120530.fasta
FASTA 27 -l
43.7 MB

B

D71 I BEEMBEVEEL, IEDE
FIND 71 )LEDE—,

LYY IRYA T RABASH
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(D741 ILDRETIET [Upload file using web browser | Z&IR UIZIHE]

l'Upload file using web browser] ZZ2RUICIHEE. ROEHE (&) TFASTAD 7 1 )LZE
RTDBENIRNZE T . [FASTA file to upload | TEFA T DFASTAD 7 1 JLZEU. [Upload]
MY > ZBEFOKTT,

- s
e @ http://localhost/mascot/x-cgi/db_manager.pl?dbs.file-source=upload&sub=dbs%: O ~ & vy
& Mascot Database Manag...

~

Database Manager =

Database: Uniprot_Human
Databases (18) —
Parse rules (18)
Scheduled updates Name
(0) Uniprot_Human
Running tasks (0) Datab type
Settings Amino acid (protein database)

MNew database Da.tla.base directory

C:/inetpub/mascot/sequence/Uniprot Human/current
Enable predefined

definition Filename pattern
Create new Uniprot Human *.fasta

Synchronise custom
definitions

Upload FASTA file

Copy Please select the FASTA file to upload.

Delete Mote that if the file is large (more than 50 megabytes), it is better to transfer
the file to the Mascot Server hard disk by some other means than uploading
via web browser.

Filename pattern
Uniprot Human *.fasta

Edit filename pattern

@® FASTA D71 IILEZREU,

FASTA file to upload

The uploaded file will be renamed to match the filename pattern.

@ Upload MY V&R v

71 IVEREDIIETI # LY ICRE T DE. FASTAD 71 )LH'BEBICEEH=N. [No
local FASTA file] DFREENR<SIRDZFT, [Activate] MYV EIBEE, T—HIN—EEN
FISSNE T (RBEX) . T—IXR—ADBEINRIT [Database Status|] BIE CCERIE
=U) (MASCOT DHomeBE—Database Status 'J>272) ,
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@ http://mtc20/mascot /x-cgi/db_managerpl?sub=dbs%3Al O ~ ¢ X 8I1x
x Google | M MR - LR b 0 A
3% £ Matrix Science - Home... “¥? Yahoo! JAPAN (8] #hDPogoplug & EILZHEESESS | %... ¥, 1IEE - BEIRES...

| I
Database: Uniprot_Human

Databases (12)
Parse rules (21)
Tasks (0)
Settings

Name

Uniprot_Human

Database type

Uniprot_Human Amino acid (protein database)

Database directory

C:/inetpub Mascot SsequenceUni prot_Human/cur rent

Filename pattern

Uniprot_Human_®.fasta

Matching files in directory
Uniprot_Human_20120530 .f asta (43.72 MB)

Database status

D71 ILBDREBINILES Activate

Es

/ms-status.exe 0 ~ B ¢ X EMx
x Google | g-la-@ | zan 2+ Al
9k 2] Matrix Science - Home... “¥p Yahoo! JAPAN (5] HuDPogoplug 0 EITIEEERS | 5%, |
Friename = Environmental _Esl_[11.Tasta  Patnname - L7 Nelpub/mascol/Sequence/Eny i ronmental _Esl/cl
Gtatus = In use Glatistics Unidentified taxonom 0% -
State Time = Wed May 30 11:31:57 #f searches = 0

Wem mapped = YES Resuest to mem map = YES Resuest unmap = NO Wem locked = NO

Number of threads = -1 Current = YES
Name = IPI bovine Family = G:i/ing Database Status @ET
Filename = IPI_bovine_3.73.fasta Pathname = C:/in| v
Status = In use Gtatisticy =
Stale Tine = Ned May 30 11:32:16 4 searches = 0 F—IN— 2EEESR
Mem mapped = YES Request to mem map = YES Request
Number of threads = -1 Current = YES
Name = Uniprot Human Family = C:/inetpub/mascot/sequence/Uniprot _Human/current Anip
Filename = Uniprot_Human_20120530.fasta Pathname = C:/inetpub/mascot /sequence/Uniprot_Human/curke
Status = Greating conpressed files  39% complete
State Time = Wed May 30 14:15:40 4 searches = 0
Mem mapped = NO  Reguest to mem map = YES Reguest unmap = NO Mem locked = NO
Number of threads = -1 Current = NO
J

4 i 3

H100% -
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(3. BXICHRFITD MASCOT TEALTNDT—IR—-ABEEN—ICE
BEZELUTEA [copy #A] ]

copy MR BEI P MINPDTYTU—FNDE5TEL BICHALTNDT —SIXR=2D
PHOSHEEEV, BAIEZEATT —IN—ABEZTNET, AIZIEREFT —IN—RDER
BDIN=I3VEBHERUICOD . BRSREIL—ILDZ)ITIVT —IN—-RZERUICDTD
BEONRFZ/ELTCNET,

copyZRB L TT—IN—RXZHRIEK T BIC(L. Database Manager [CHL )\ TDatabase
manager X—IDAET L —/\ [New database| — [Create new] ZEUET (FX) . HI
Tl&. NCBInr CAIUT 74—V FTHWI 7 1ILERBHITDIREBELIZT —HIR—-2
[CopyNCBInr] Z{ER LE T, IRN/ZBIE C [ Database name] [CEFZ A L. [copy of
T INCBInr] ZZEUET, oA « BIRE. BETND [Next] MIVEBLET,

copyMADIZE. 771 ILZDEDEIT #I)IFICIE-UCRIIZEZTCRAITD NI —F—
[CHRTEXT., JIE—DHUENZNIBEIL. “don’t copy files”Z:&EIR L. [Create] KTV
ZBLET,

@ http://mtc20/mascot/x-cgi/db_manager.pl =i Matkrix =1 Mascot e X - N ﬁ {§}
X Google "'l"M'mj"?ﬁW» L1 A
5% ] Matrix Science - Home... ¥ Yahoo! JAPAN (5] #DPogoplug @ ETHEHERS | 5. ¥ 0EEE - DE5&22.

Databases

| Sl
Databases (11)
Parse rules (20) Name Status New files Tasks
use Update Deactivate (success) [Wed May 30 11:23:32 2012]
[Create new | E&g
Enable predefined g 77mtc20/mascot/x-cai O ~ & X ] ie)
definition B _ =
l Create new I x Go 3'8 - -"-|-§¥M)) 3 +1 ﬁv *v
Synchroni t R . :
definitions o 5 £ Matrix Science - Home... “¥? Yahoo! JAPAN (&) #iDPogoplug & ET35EEENS | B5... -
i
New database definition
Databases (12)
Parse rules {21)
Database name (7}

Tasks (0)

Settings

New database

) @ copy of

Enable predefined

definition MCEInr

Create new ) Use predefined definition template (?)

Synchronise custom P—N

definitions

N A
Next AD. BIR%E MNext]
#100% -

Databases -> Create New BE

REUYI RS TV ABARH



Bl T —AN—REET=a7I | 30

& http://mtc20/mascot/x-cgi/db_ma 0 ~ & X

X Google | -

-
|| 5 ] Matrix Science - Home... ¥» Yahoo! JAPAN (8] #iDPogoplug ¢ EITSTEEESS | #5...

M- @ | T

2 M

Database Manager

Databases (12)
Parse rules (21)
Tasks (0)
Settings

New database

Enable predefined

Copy of:
NCBInr

Database name:
CopyNCBInr
Sequence directory (7)

Copy an existing definition

definition

G/ inetpub/mascot/sequence
Create new

Synchrenise custom
definitions

already exist.

Existing NCBInr files:

©) copy files also (?)

@ Don't copy files (7}

Database files will be located in the directory CopyWNCBInr in the
sequence directory. The new directory will be created if it does not

NCBLnr 20120505.fasta (0.4 GB

'ou have chosen to copy fild
not close the browser or refr:

IE-TOT—IR—2T 7+
WE—RICOE—TDHEIR

Copying may take some time if the fii::.-ssare large. ‘
Previ Ci
E AD. BiRE. Createl

®100% - J

Don’t copy files | ZZEIRUICIHBE. PAEDIZPAICFASTAD 71 )L ZBD TRE I DMUEDND

DEY,

&

(& Mascot Database Manag... *

Database Manager

£l @ http://localhost/mascot/x-ogi/db_manager.pl?sub=dbs%3ACopyNCBInr

Database: CopyNCBInr

FASTA 2 7 1 JU&F§

Databases (19)

Parse rules (18)

Scheduled updates Name

() CopyNCBInr

Running tasks (0) Datab type

Settings Amino acid (protein database)

S Database directory

Enable predefined

C:/inetpub/mascot,/sequence/CopyNCEInr/ current

FASTA D 7 1 JUREIRPT

definition

rl ename pa ttem

Create new CopyNCEInr_*.fasta

Synchronise custom
definitions

No local FASTA file

Database files must be present befo

FASTA 2D 71 JLHOERED
BAICRVNEZERT

Copy

=4

activated. You have the following options.

Delete

® pownload from remote URL or
URLs are currently defined.)

pload file using web browser

opy file manually

71 IVDHRETIE

*5HY0-RFOURLBEERELIICYD
>O—Fk

*web IS5OYNDST I EPYTO—R

« VAP )ERETREBHRICT 7 I)LOE—
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(D71 ILDBBFTET Mcopy file manually | ZRIR UIZEE]
[Database directory] TIEBESNTNDI ALY, DFD
C:¥inetpub¥mascot¥sequence¥CopyNCBInr¥current

Z. AOVD0—RUEIDPAIVEHREB L. &% [Filename pattern] TEESNLEFICES
MZFET, BLEMNPD M) BDEEEDOXFI. HIZEFTOYO0—-FEREICEBLIET,

@ http://localhost/mascot/x-cgi/db_manager.pl2dbs.file-source=manual&sub=dbs% O ~ ¢ [ 1% gke;

(& Mascot Database Manag...

Database: CopyNCBInr

Databases (19)

Parse rules (18)

Scheduled updates Name
(0) CopyNCBInr
Running tasks (0) Database type
Settings Amino acid (protein database)
T — Data.base directory
C:/instpub/mascot/sequence/CopyNCBInr/current
Enable predefined
definition Filename pattern
Create new CopyNCBInr *.fasta
Synchronise custom
definitions
Copy files manually

Co

Py Fil pattern
Delete

CopyNCBInr_*.fasta

Please, D MFTEESNLEI 2I)LYIC

1. _copy the FASTA file to
l C:/inetpub/mascot/sequence/CopyNCBInr/current; l
2. ename pattern, e.g.
CopyNCBInr 20150512.fasta fi *
characters);

@ BESNEEM » L—ILICEDED
PAINBEEEULCFASTAD 74

)_ VEIE-LES

3. and refresh this page to contin

Previuusl Refresh ]
@ Refresh hNY Y &ERT
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(D 7+ )LD&ETIET [Upload file using web browser| ZEIRUIZIBE]

l'Upload file using web browser] ZZ2RUICIHEE. ROEHE (&) TFASTAD 7 1 )LZE
RTDBENIRNZE T . [FASTA file to upload | TEFA T DFASTAD 7 1 JLZEU. [Upload]
MY > ZBEFOKTT,

_a
e & http://localhost/mascot/x-cgi/db_manager.pl?dbs.file-source=upload&sub=dbs%: O ~ ¢ pdicH
& Mascot Database Manag...

~

Database: CopyNCBInr

Databases (19)
Parse rules (18)

Scheduled updates Name

(0) CopyNCBInr

Running tasks (0) Database type

Settings Amino acid (protein database)

New database Database directory

Ci/inetpub/mascot/sequence,/CopyNCBInr/current
Enable predefined

definition Filename pattern
Create new CopyNCBInr *.fasta
Synchronise custom

definitions

Upload FASTA file
CopyNCBInr
Please select the FASTA file to upload.

Note that if the file is large (more than 50 megabytes), it is better to transfer
the file to the Mascot Server hard disk by some other means than uploading
via web browser.

Filename pattern
CopyNCEInr *.fasta

@ FASTA D71 LERU,

FASTA file to upload

The uploaded file will be renamed to match the filename pattern.

Previou: Upload

@ Upload WYV %&IBT e

D7 A IWEREDIIETI #IFICHRETDE. FASTAD 71 )LHBEBICERH=N. No
local FASTA file] DFRZHE<IZNDET, [lActivate] MYVEBHE, T—IX—UBEN
BIIBESNZE T, T —IN—2ADBEIRRIIMDatabase Status |BE CtEm< E=UV(MASCOT
(MDHomeBE—Database Status 'J>V72) ,

LYY IRYA T RABASH
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(4. REICBDTH/EZEA < BIR  [Custom] ]

1~3 TETLEHRETER. BEIED 7 1 ILOEREBEHZAMNN BEANICEEIDBENTESIE
Ao BBFEDT —INR=ZADI =)L TETEES R VVREE UIL— LA EHOE ZBRA T DIMUE
N'H21%E. KIEB lCustom] ZFRALFT., HITIEIESFASTAD 7 )L [OriginalDB2 ]
ZVER UMASCOTAHMIERT —IN—2E LU TERT DT —RE&E > TRBNLET,

Database manager D, £ J L —/\[New database | — [ Create new | ZEU'E 9 (TX) ,
IINIZE® C MDatabase name] [CT—HINXR—ADBMZEAND L. [Custom] ZEUVFXT,
BIR%. [Next] ZIBLET,

L-ex
- @ - | #=E» g+ A
55 £ Matrix Science - Home... “¥p Yohoo! JAPAN (5] #:DPogoplug & EITTHEEERS | #E.. ¥ ©ZEHE - E=E&ES..

I ‘I

@ http://mkc20/mascot/x-cgi/dh_manager.pl

X Go gle -9 -

Database Manager D
atabases
Databases (11)
Parse rules (20) Name Status New files Tasks
Tasks (0) Environmental_LEST = In use (success) [Wed May 30 11:23:32 2012]
Settings IPI_bovine * In use (success) [Wed May 30 11:27:15 2012]
[ Y —— IPI_human * Inuse (success) [Tue May 8 19:08:17 2012]
Enable predefined IPI_mouse * Inuse (success) [Wed May 9 10:44:27 2012]
doolion NCBInr * In use (success) [Wed May 9 17:28:11 2012]
Create new OriginalDB In use (no URLs)
TR T . : £
oo on | ongnaives i use ;
wissProt = Inuse (success) [Tue May 29 22:47:15 2012]
[Create New | —

™M- @ BE» 2 H- A
f < ] Matrix Science - Home... v Yahoo! JAPAN [E] #@Pogoplug & E+mEZEss | ==... ”

X Google L R

New database definition

Databases (13)
Parse rules (21)
Tasks (0)
Settings

New database

Database name (?)

OrighalDB2

Custom

. © copy of
Enable predefined
definition femlent
Create new ) Use predefined definition template (7)
Synchronise custom FR—S
definitions

et A BIR% TNext

®100% ~

Databases -> Create New BIE
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T—AIN—ADKEBE

BICBITLET ., T—IN—RXDBEFIDIEFED (I D
[ChDfastad 71 )ILZBETEE I DEREIC LIEVIEE.

1Y5—Ry Lk

Download database files| %%

U, FASTAD 7 )L. versionJ 7 )U. reference 7 7 JLDESHEESLZA LTI, BEEES

B<. FETEHICIIEHITDRBH

UFE9., SIEEDERE.

(/\I’IZJ_CI\

['Upload or Copy files manually | % &

[Create] MY VZWBLET (R .

@ http://localhost/mascot x-cgi/db_manager.pl?dbs.new.name=0riginal DB2&dbs.new.new-mode==&dbs.new.typ 0 +~ & .

2 Mascot Database Manager

Database Manager

Databases (16)
Parse rules (17)
Scheduled updates
(0)

Running tasks (0)
Settings

New database

Enable predefined
definition

Custom definition

Database name:
0OriginalDB2

Database type
® Amino acid (protein database)
O Nucleic acid (DNA database)

MDatabase typel P BHKERH

Sequence directory (7)
|C:.finelpu b/mascot/sequence

Create new

Synchronise custom
definitions

Database files will be located in the di|
will be created if it does not already e

Sequence directory
BHF—INR—=—RDT 71 JLOEEIEZPR

@® Download or copy files automatically (7)

FASTA file URL or path to source file on Mascot Server hard disk

] pelete original FASTA file after copying|

Version file URL or path to source file o]

"Download database files.|

BESEFH IOTSACRIBZDI» A

[] pelete original version file after copyin

Reference file URL or path to source fild

V)

[ pelete original reference file after

Upload or copy files manually (?)

If you have chosen to download files from 3
the task will be scheduled as a background
database configuration can be completed once the files have been downloaded or copied.

Upload or Copy files manually] EZCREICT
BeiyO>vO— R URNIES L.;?;?R

The original file can only be deleted if it recides an the Maccat Server hard disk and Database Manager

AN BIRECreate

has sufficient permissions ir|

e
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FET 71 IVEFREDBAICBNTURND T, R—IRIC Nolocal FASTA file] EXRR
NI,

REBEIRDFASTAD 7 )V, D2 1ILEREHBMI [C. TP7MIE% [DPILEWM] ICE
DELEHICEEUCHREITDYUENDHDET, REDIEEI2IIICBEIE-FTDIEE
web I SOUYNST 7+ )L EP vy TO—RIDEFENHOET (FED .

@& http://localhost/masoot,x-ogi/db_manager. pl?sub=dbs%3A0riginalDB2

& Mascot Database Manag... % |

Database: OriginalDB2

Databases (17)

Parse rules (17)

Scheduled updates
(0) P I OriginalDB2 I 7 r ‘r ) I/gﬁ

Running tasks (0) Database type
Settings Amino acid (protein database)

Database directory
New database ) e
C:/inetpub/mascot/sequence/CriginalDEZ/current

Enable predefined

definition Filename pattern

Create new OriginalDB2_*.fasta D271 )LDEBBIREA
Synchronise custom

definitions

No local FASTA file

Copy Database files must be present before database configuration can continue.
You have the following options.

Delete

@ IDownload from remote URL or copy from Mascot server hard disk

O fupload file using welf

o 74 ILDEEITE
Copy file manually
— > s BIEEICH D) F0>0— RO URL BEZE

BELBELICICYDYO—R
cweb ISOYNS I ILEPYyTIO—R
s YV aPIVIBETHRBIZFIC O »r)LIE—

(D71 ILDBBFTIET lcopy file manually] ZRIRULCIES
[Database directory] TIEBESNTWNDI ALY, DFD
C:¥inetpub¥mascot¥sequence¥OriginalDB2¥current

. FDOY0—FRUEDPAIVERE L. &% [Filename pattern| CTEESNLHICES
MZFT, BLEMRDPD ] SBDRIMEEDONFI. HZESFOYO—-RERECEELET,
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==
@ J" ;< DS (C:) » inetpub » mascot » sequence » OriginalDB2 » current v|$,|| currentinER 2|
= — e - 0 @
i BEICAD = OriginalDBZ_20120530.fasta
L FASTA 27 ()l
8 &0 J 883 /5 I
= b
| originalDB2_20120530.facta - XE4E (== EoR )
7L IAE) ﬁﬁu SR BREN ALTFH)
| pIoo00T t B
- M?&E&égSSCIENCEMASCTDﬁEMNDISTILLERINTEGRAINSIGHT
>

ariginaldatabaseisnadebyspertengineerinzapan
>I00003 parse rule test example
KLASA ITREPLMMMVCA.&SQWERSSDFGHKLMKNWCFP

>I00004 o4
.&AA.&AAA.&AA.&AAA.&AA.&SSSSSSSSSSSSSSSSSSSSWWWWWWWWWWWWW

>100005 no%

LPIT T THHHHGGGNMMR VY, AAAMALLAA0000000000Q
LLLLLLLLLLLLLL TETTTEIT LTI YY TTTTTTTTTTTRRERRREE
ARG O000A0CAACEPPPPPLLLLLLLLLLL MK SSKE

> 100006 ok

PPLLLKKKEHHHHHGG0S5 555555300 NERRRRRRERARRR AL AL
C[Ilgg88[%CCC[‘ZCCgE‘_;{WVW\u’WNNNNNNNNNNNMMMMMMMMMWWWWWWW

> rule: -

4 b

m

(D741 ILDRBFTET [Upload file using web browser | ZEIR UICIES]

[Upload file using web browser] Z#IR UIZIZE. Next] MY VZEIBLUIZROBE (F)

TFASTAD 71 )UERIRT DEENIRNE I, [FASTA file to upload | T{FEFI I DFASTAD
P1IVERED. [Upload] MYV ZEBEIZOKTT,

& Mascot Database Manag...

Database Manager

Databases (19)
Parse rules (18)

& http://localhost/mascot/x-cgi/db_manager.pl?dbs.file-source=upload&sub=dbs%!

Database: OriginalDB2

Name

Scheduled updates
(0) OriginalDB2

Running tasks (0)
Settings

New database

Enable predefined
definition

Create new

Synchronise custom
definitions

OriginalDB2

Copy
Delete

Database type
Amino acid (protein database)

Database directory
C:/inetpub/mascot/sequence/0OriginalDB2/current

Filename pattern
OriginalDBZ_ *.fasta

Upload FASTA file

Please select the FASTA file to upload.

Mote that if the file is large (more than 50 megabytes), it is better to transfer
the file to the Mascot Server hard disk by some other means than uploading
via web browser.

Filename pattern
OriginalDBZ_*.fasta

Edit filename pattern

® FASTA 271 IV&EREU.

FASTA file to upload
8.

The up\oame renamed to match the filename pattern.

Previnu! UP'“*’“% ® Upload NS V&Y v

LYY IRYA T RABASH
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FASTAD 7 1 )LZIE UL\ BFRC U CPAEDHZAAICIE UKEL &, Database Manager BE Cso
HFSINF T, BEESOICEDDICH. TEdit Configuration] MYV EBLET,

o o o
m @ http://mtc20/mascot/x-cgi/db_managerpl?s 0 ~ & X mm@ 8 x . M, ﬂ?l foh

Il x Google ~(q-im- 0 @ e 2+ W"\'
5% £ Matrix Science - Home... e Yahoo! JAPAN [E] #DPogoplug 0 EITEEERS | #5.. .

Database: OriginalDB2

Databases (14)

Parse rules {21)

Name
Tasks (0) i
- OriginalDB2
Settings
Database type
OriginalDB2 Amino acid (protein database)
Database directory
G:/inetpubMmascot/sequenceOri gina IDBZ/current

Filename pattern
Original DBZ .fasta

Matching files in directory
OriginalDB2_20120530.fasta (120 B)

Finish database configuration

Please edit the configuration to finish setting up the database definition.

I I Edit configuration

#100% -

U\ C. IDEDescription DREH UIL—ILEEZITNE T, SROKREE UIL—ILEEE
ANBTIDE. MASCOT AITIRMAERDIV—ILZRRE DERLIA—T—ICRRLET (R
88) . A—Y—([IFASTAD » 1 LADSTDEBEEIRSHSNCASTERLENTZ LT, =B
BREEUHZLUTNDIL—ILEEIRLU. [Choose] MY VZEBLET, #il\TIHRNDBE C
RRROICIL—ILEBAR UIZBEDIDOSHIRTSNE I DT, BENRIINIE Confirm | RS
VEBLET, @RRDEBIEZ Description] TEETULFEIT (RREMD)

LYY IRYA T RABASH
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SN

Accession @ parse rule i=RiE L e

) R ETRETRETVEIEI™ A
X Google -l m-@ @ zm» o Y
9k 2 Matrix Science - Home... “¥? Yahoo! JAPAN (8] #.DPogoplug & ET3sEEERS | £5...

»

-

Database configuration: OriginalDB2
(step 1/2)

FASTA file

Matching files in directory
Original DBZ_20120530 .fasta (120 B)

(none) e

@ Accession @ Choose.l

Chion

Description parse rule (?)
(hone)

e 9 @ http://mtc20/mascot/x- O = & X @@W & x . Enr
Il x Google -~ Q- EE» o A

9% 2] Matrix Science - Home... "¥? Yahoo! JAPAN [E] #:.MPogoplug ”|/|cted before you can continue to
FASTA file accession ‘ i S o
parse rule for
OriginalDB2

J| & http://mtc20/mascot/x O ~ & X

Raw test dat

@ FASTA OmihErEsR ME ML A

ce - Home... 7 Yahoo! JAPAN [g] #:DPogoplug ”

3. »1D0003 parse rule test examele
4. 100004 nod

5. >ID0005 neS FASTA file
accession parse

Parse rules (5 suitable)

rule for
Parse rule Match Extracted data - =
OriginalDB2
[SEINRERIR LS A 1 test
» 4 more matches .
0 ¥ 1. 100001 test P Edit parse rule
@ ¥ 1) i L. 100001
° i P 4 more matches Match
. Lhuy es
—_— » 4 more matches 1. 100001
@ E) )l/ )l/ 5/5 1. >100001 test 2. 100002
P 4 more matches
| 3. 100003
B) REB LA 3. fooms
%EEE@E%S{ no matches (40) 5. 100005
@ (new parse rule) l I
@ TChoosel
G KRERBZEHE LT
[Confirm.
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Description @ parse rule i%E

+ n@ @ http://mtc20/mascot/x-cgi/db_

H=4d»

X Google ~2q-rE2-8 -

3k £ Matrix Science - Home... “¥» Yahoo! JAPAN (2] #:DPogoplug & E3E&ENS | 55%...

(step 1/2)

FASTA file

Matching files in directory
Original DBZ_20120530 .fasta (120 B)

(hanz)

Choose

Description parse rule (?)

Database configuration: OriginalDB2

(hanz)

Choose

Description M Choosel

Accession and description parse rul
the next step.

& http://mtc20/mascot/x-c 0 v & X

x Google

X Google R L

= a Matrix Science - Home... &7 Yahoo! JAPAN

- -"v--%fﬁﬂ)) J +1

7 £ Matrix Science - Home... “¥p Yahoo! JAPAN [8] #:0DPogoplug ' E1=5EE

FASTA file description
parse rule for Original

aw test data (5 samples)

3. >1D0003 parse rule test example

FASTA1 178

Parse rules (5 suitable)

Parse rule Match Extracted data

@ »[" Ix ¥x¥)

1. 100001 test
P 4 more matches
1. ID0O01

© P¥(a¥)

(SR 1{E:S]

) Ib—=Ib
B) REHULA

atches

FASTA file
description

parse rule for
OriginalDB2

P Edit parse rule

Match

test

54

. parse rule test example
nod

nof

mof W R

[Previeus) [ Garim )

REREBDEES

@ (new parse rule)

IV~ —TERER
FNIX FConfirml

Cancel Chooss

EiR%E Choosel

T I0UT
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REBUI—IVERBAIZS. TNext] MYVZEBLET,

x Go 3Ie ~ |-

9% €] Matrix Science - Home... “¥v Yahoo! JAPAN [g] #DPogoplug

Database configuration:
OriginalDB2 (step 1/2)

FASTA file

Matching files in directory
Original DB2_20120530.fasta (689 B)

m

lalatal=}

i

Description parse rule (?)

P[0 1w 0wy

lalat=l}

BRI TNoxt

ﬁ

®100% v

SE[dTaxonomy &5 VNI EDFHMIEIRINS T ([CRATIXREBHC/RNVET, BELEFT
[FTaxonomy:EBIBDIL—ILEERLET (T .

@ http://mec20/mascot/x-cgi/db_manager.pl?dbs.edit1 0 ~ ¢ X
X Google -g-A-@E- = T A
9% £]Matrix Science - Home... 7 Yahoo! JAPAN (] FadbPogoplug @ EILELERS | £5.. ¥ #EESR - Ox5&Rs.

Database configuration: OriginalDB2
(step 2/2)

Taxonomy source

m

@ None (?)

All human with TaxID S606

Taxonomy ERIZTDELVES Nonel ZE
R, Taxonomy EAZETIOHEE. EDOT 741
JLDEDUBH SBEREME T DHEFE

URL template

Parse rule

(none)
Choose

Copy from EST_human (and similar entries) -
< m | r
100% -
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2. BREEBDProtein View BE CRMSNDY V/\NDBDFBIBRICEET DREEITD
BHTEET, INTERZRZALCHE., BERNEID Save and finish | MYV EBLET,

@ http://mtc20/mascot/x-cgi /db_manager.pl?dbs.edit-mode: O ~ ¢ X ¢ Go3
X Google ME RUERN - BRI e A
5% €| Matrix Science - Home... “¥» Yahoo! JAPAN (8] #:0DPogoplug & EITZEEZERS | &5, ¥ ©EE% - O=5&Es..
lFuII—text report source I |
© None (?) I

© External source (7)

@ Current setting
URL template

1

Parse rule
(rione)

Chooze

Copy from EST_human (and similar entries)

http:/feutils.nchi.nlm.nih.gov/entrez/eut ils/efetch.fogi?
rettypa=ghiretmode=text ddb=rucleot i dedt oo |=mascot demai | =support Bmat ri xscience .comi d=HACCESSTONG

(example)
Conv from ConvNCRInr (or NCBT AA tempiate or NCBInr

Protein View D& V/\OBBHMBIC DN THERRVES Nonel &
BROCE, ARBTOTSLA/RBTOTS L ZRATDES. IVY
RS+ %0 URL ZELA. EEIEBEFEDT —HINR—REDBREZEN
(IR UsENNBREIN D,

AR M Un TR o . OF EFUn TR rO T A AR UES R TUN . THT

(example)

) Local program (7)
Command line teamplats

»

Parse rule
(hane)

Choose

I Cancel ] Previous I Save and finish l %;R{rﬁ rsave and ﬁniShJ

#100% ~
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BRINT —IX—-BREBEAEICRDET, SaveBETII Active]AREIC/S > TOFEEADT.
[Activate] ROV EBE(E, T—OIX-ADBENFIBSN. RRICAAIDIBNTEDELD
[CIZDET,

/db_manager.pl?dbs.edit-mode: 0 ~ & X
X Google - R 8 E-| s T ﬁ"\'
5% 2] Matrix Science - Home... “¥» Yahoo! JAPAN [€] #iDPogoplug ¥ BT IEEERS | 5%, ¥ nEEH - BESHEs..

Database: OriginalDB2

Databases (14)
Parse rules (21)
Tasks (0)

Name
OriginalDB2
Database type

Settings

OriginalDB2 Amino acid (protein database)

Database directory
G:/inetpub/mascot /sequence /0ri gl na | DB2/cur rent

Filename pattern
OriginalDB2_+.fasta

Matching files in directory
Original DB2_20120630.fasta (689 B)

Database status
Offline

FActivate] "S> TERRIA

Scheduled updates
(no schedules defined)

Update database now

FASTA file URL has not been defined; database updates are disabled.

Show configuration details

dl & http://mtc20/mascot/x-cqi/ms-statL O ~ B & X

——| * Gocge -9 A- 8 @ e ;ﬂ-\l
<5 &) Matrix Science - Home... " Yahoo! JAPAN (B) #idPogoplug &) B+ iEEEESES | 2., ?
Mem mapped = YES FRequest to mem map = YES Reaquest unmap = NO Mem locked = NO N
Humber of threads = -1 Current = YES
Name = Uniprot Human Family = Gifinetpub/mascot /sequence/Uniprot _Human/current
Filename = Uniprot_Human_20120530.fasta Pathname = C:/inetpub/nascot /sequence/Uniprot_Humar
Status = In use " Ctatistics
State Time = Wed May 30 14:158:52 # searches = 0
Wem mapped = ¥ES  Reguest to mem map = YES FReguest u Database %ﬁsﬁuﬁ
Number of threads = -1 Current = YES
Name = QrizinalDB2 Family = C:finetpub/mascot /sequence/Orizinal DBZ /current /A
Filename = OriginalDBZ_20120530.fasta Pathname = C:/inetpub/mascot /sequence/Original DB2/cur
Status = Creating compressed files  87% complete
State Time = Wed May 30 17:13:59 # searches = 0
Wem mapped = N0 Request to mem map = YES FReguest ummap = NO Mem locked = NO
Number of threads = -1 Current = NO
4 1 2

#100% ~
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@® Section 7 HREANDB :: Tasks Section

O T—IR-=FD>0O— REB O

T—ANR=BFHTIOTSLDTOCRIE Mask] EULTEBSINK T, BHOEW =R
UIZULBS. [Tasks] BO Y3 INPOEIALUTLESE),
Database manager ). £ L —/\ [Database Manager| — [Tasks] Z®&U'E Y,

SN
p-ex o by £
M- B E- #E» g A
55 & Matrix Science - Home... " Yahoo! JAPAN [g] #.DPogoplug @ ETISE&ENS | 2. ¥ hEEE - BEaHEe..

Databases

Databases (11)

(20 Name Status New files Tasks
Tasks (0) Envirenmental_EST * In use Deactivate (success) [Wed May 30 11:23:32 2012]

ogi/db_manager.pl

x Google ML B

definitions

SwissProt * Inuse Deactivate {success) [Tue May 29 22:47:15 2012]

IPI_bovine * In use m (success) [Wed May 30 11:27:15 2012]
rTaSkSJ IPI_human * In use (success) [Tue May 8 19:08:17 2012]
IPI_mouse = In use {success) [Wed May 9 10:44:27 2012]
definition NCBInr * In use (success) [Wed May 9 17:28:11 2012]
Creata new OriginalDBE In use (o URLs)
Synchronise custom | griginalDB3 In use =
———

Task (& ETHHB/RITP/EGTRT OREICK>TIDOEIY 3 VDT TRIINET,

@) Mascot Database hgnager - Mozilla Firefox
| J7LE) REE) ERY) BEES) Jws<—4(8) Y—II) ~LTH)
i Mascot configuration x

{ i Matrix Science - Home x l i Mascot Database Manager x

€2 (&[0
(2 £<RB~N—T @ Frefox ZHEVTHETD &) BH-1—R

mtc20/masc

x-0gi/db_managerpl?session]D=;sub=tasks

Database Manager

Database Manager tasks

Databases (14)
Parse rules (21) Database Manager processes scheduled tasks one at a time in the background as long as Mascot (ms-nonitor.exe) is
Tasks (1) running.
Settings Task processing is currently enabled. Task queue and currently running tasks are shown below. P Task process
control
;6%5_) # Queued task Added
1 Download files for NCBInr Thu May 31 10:47:13 2012
dbrian_down load. p | KCEIAr
1
%’_EP — Waiting for next queued task to start...
I Task log
%ﬁ%&? — Process end time command Last message
[Wed May 30 11:27:15 2012] dbwnan_download.pl 1P1_hovine (success) Database 'IPI_bovine'
successfully updated.
[Wed May 30 11:23:32 2012] dbman_download.pl Environmental EST (success) Database 'Environmental_EST'

successfully updated.

[Tue May 29 22:47:15 2012]  dhnan_download.pl SwissProt (success) Database 'SwissProt'
successfully updated.

Tasks B@E
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KITPDtasklC DN TIR>ZDEHEN%RTZ TRSN, YDOYO0—-FIDIT 7 1ILDOY
1 XEREETYOYO—RUZI 7 1ILY A X MOITBEREMFE TRRSINKT,

'@ Mascc-rt'[)ambase Manager - Mozilla Firefox
IFILE) REE) FRN) BEE) Tusv—2(B) Y-IL{I) ~ILF(H)

J {_| Matrix Science - Home x l[:} Mascot configuration | [} Mascot Database Manager

€« > # | mtc20/mascot/x-cgi/ds_manager.pl?sessionID=;sub=tasks

8 £<BBR—= @ Firefox ZENZRED 3 BHF=1—X

D S LBl patabase Manager tasks
atabases (14)

Parse rules (21)

Database Manager processes scheduled tasks one at a time in the background as long as Mascot (ms-monitor.exe) is
Tasks (1) running.

Settings

Task processing is currently enabled. Task queue and currently running tasks are shown below. P Task process
control

No tasks in queue.

Title Started

Download files for NCBInr Thu May 31 10:48:01 2012 §[48.5%] Bownloading <ftp://ftp.ncbi.nih.gov Gancel
dbman_dounload. pl HCEInr umy{g\_tamd_pmt.dmp.gz> (try 1 out
of 5): 546 kBfs (38.73 MB/127 MB, 2m 455
remajoinal

EWE (R, BEZETTIC
UZBFTRUDTER

[Wed May 30 11:27:15 2012] dbnan_download.pl IPI_bovine (success) Database 'IPI_bovine'
successfully updated.

[Wed May 30 11:23:32 2012] dhman_download.pl Environmental _EST (success) Database 'Environmental_EST'
successfully updated.

[Tue May 29 22:47:15 2012]  dhman_download.pl SwissProt (success) Database 'SwissProt'

Task log

Process end time Command

@ Kirth—k

PwTTU—RICEBUTITBEREDDZE U SEARMEY N — MM TEE<ZEE,
EF A=)l : support-jp@matrixscience.com

=] 5% 1 03-5807-7897 JPwDR 03-5807-7896
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