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1. XU ARER TN I BEERNBICDOLT

CDERTIF BEDNTEREDT I &[> TOTAZIX-DDA BFICH T, Distiller 2>
T Precursor R=ZDINILVI)—5tEEFRITITSEMNLGFIRICOVWTHRALTWET . 791
AFEFR T33O0 technical replicates ZETET 12 D raw T—9 TEHRIN TV T ARTFRERE
BRELCISBERBENR 7 SA X hEINEZTUA——0 eXtracted Ion Chromatograms
(XICs) DEXIEEICE DV TCEERTZITVE T raw T—INSBBAR TFRARESNEEICIE
ZOREM@F%E. raw T—2ICRAERTFRNEDNSRRVIEETE global alignment DfER%
£ &I Precursor DE—2%&HEL XICs stEICFHIBLE T, HARBIE reference EDEEERY
F9,

BROBIF(FIE2~5)Tld T—9BMETORLODERBICOVNT. BF(FIE6~10) TIE
Distiller ECERICEITZITOEEEICBROEA®R, T—9ZHALTHY DD T 7 TRt =
TOARECODVTIBNALTVET , ERDERAAIC DOV TIEBRZ CHEZR<IETL,

AERTTHBNUTVWSDT—YEMTIE A TREL VWS TOJEENTE B> THVFET. 55
HHETITSRIZEL,

JOJi0E K5
http://www.matrixscience.com/blog/global-thinking-label-free-quantitation-in-

mascot-distiller-2-8.html#fcomments

JOJ50E - BAER:
http://www.matrixscience.co.jp/blogsd/blog 202104.html

[ERHFICHERR Distiller DERL]

MASCOT Distiller TEZ8MMZITOZHICIE. L TORBNINETT,
‘MASCOT Server [15—xvrRBRTHL RG]
‘MASCOT Distiller [ FEEEY1—IVETED]

FECDERNTHBN TS Distiller E2ETEIX. ver.2.8.0 UEDOHEZFALTWET,
Distiller #mRZHFHEDA TEEEEV 1— IV EHEFHE TRV ARZERTSTEEFADTEDR
EBELETV Distiller 2B 5 TRVA EUICHFEICB>TVWTEEEEI 1—IVEHSFET
BWAIFSRATI U A Z R ATRE T, KRBT FE TITERSIZIN,
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2. BRERMZEITSIT—FICDONT

FIE 2 TEF1—FIPCEWTED K IBRT —FERITT DM DVWTEHRALELET,

AER CERICT —IBHZTODIE LT CERSNEZ raw T—9TY,
Shalit T, Elinger D, Savidor A, Gabashvili A, Levin Y. J. Proteome Res. 2015, 14, 1979-1986

https://pubs.acs.org/doi/10.1021/pr501045t

LUTDHARTT—INRREINTVNDEEEIC, T—YORITABIC DOV TDRANHYE T raw
T—YDEFFTETEHUET,
https://www.ebi.ac.uk/pride/archive/projects/PXD001385

AERIEWTE. F1—RIT7ILOARABZER T DDICRIEBVER T —YDEBRIALTVICEDHE
[CDWTERRRLVZLE T,

FRET—9Tl&. 200ng D Hela SBAEMICRINA1OENT=KEBE 3 ng,7.5 ng,10 ng,15 ng &
BAULEY VTV Z. #NENIERIELTVETD,
ERT—IDTHFAVDERICDOVWTTIN, FTRBHICEBULES. A—DFV/INVEICDNT
15Nng ANAOULET D TIVEFTNUANDG T EHERTDE. TENETNHEFEINDILERN
1:5(3ng), 1:2 (7.5n9), 1:1.5(10ng) &RV E T . KEDT—INZFDHFIN LR E EDIZE
ITNTVEIHZERDET. EETRBREHE T EENTETET . &2 human(Hela)dFI/INOEIC
EBURESS. EOT U TIVETHEU TELEERMN 1:1 ILRZFENMEFIN. CES5EERRICEOINS
NoEERRETAI T SENTETET,

5:1
2:1
I 1.5:1

240 4

220 4 15

5 25 10
200 | —— — . N
1580 4
160 +

200 200 200 200
140 4

nanograms on-column

120 4

100

1 2 3 4

Human NE. coli

A FEFEDY v T i oW TDOHH, Human i i E.coli DB AER T I N T3
i Shalit T, et.al(2015) Proteome Res. 2015, 14, 1979-1986 o Fig.1 X b
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ARAFLTHETEDI7NILE T TIVORBEDRRMEIXLLT @Y TT (FR),

File & Sample: Ecoli spike & | ##YVIRLES
QEP1 Spikeln 230914 1 3ng 270914.raw 1
QEP1 SpikeIn 230914 2 3ng 270914.raw 3 ng
QEP1 SpikeIn 230914 3 3ng 270914.raw
QEP1 SpikeIn 230914 4 7-5ng 270914.raw
QEP1 SpikeIn 230914 5 7-5ng 270914.raw 7.5 ng
QEP1 SpikeIn 230914 6 7-5ng 270914.raw
QEP1 SpikeIn 230914 _7.10ng 270914.raw
QEP1 SpikeIn 230914 8 10ng 270914.raw 10 ng
QEP1 Spikeln 230914 9 10ng 270914.raw
QEP1 SpikeIn 230914 10 15ng 270914.raw
QEP1 SpikeIn_ 230914 11 .15ng 270914.raw 15 ng
QEP1 SpikeIn 230914 12 .15ng 270914.raw

WINI=WIN=WIN[={WN

NEENTHE raw 774 EF VY TADREBHICOWT, BVIBELEBSIZBITICFHAL WA,

FERREWNRE VT —IR—REHETRRATNTVET, $FTICHSD human,ecoli IS
contaminants A7 —9XR—XZZDFRXTHAWZIZVWTERETICHEEIZEUFEAD FoHY
BB EITVWzWSERIEARSED fasta 7707)bE MASCOT [V U TTHIRALIZEV, FIE4
THGUIeT—9R—R%Z MASCOT THET S FEIC DV TIEARALTVET,
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3. #{ml-T—YHE

LIRF FlE 3~5 TlE. E=RBFEIOERBIC DOV TEHRBELTULETD,
FIE 3 Tl FIE 2TEHRALET—YDEEICDWVWTITERNLZUET,

£ WEB Jo50HRETT YDA THBIUTTAMNITPIEALTLEIWVW(TH),
http://ftp.pride.ebi.ac.uk/pride/data/archive/2015/03/PXD001385/

- [} X
@ Index of /pride/data/archive/207 X + ©
& C A RESNTOWRWESS | http/ftp.pride.ebiacuk/pride/data/archive/2015/03/PXD0... Y& M @ :

/pride/data/archive/2015/03/PXD001385/

v
QEP1 Spikeln_2300814_10_15ng_270914.dat 25-Mar-2015 14:25 144786842
|_Spikeln 230914 _10_15ng_270014. raw 25-Mar-2015 14:29 1455231984
|_Spikeln_¢30014_11_15ng_270914.dat 25-Mar-2015 14:28 143189621
|_Spikeln 230914 _11_15ng_270014. raw 25-Mar-2015 14:23 1478419871
|_Spikeln_¢30014_12_15ng_270914.dat 25-Mar-2015 14:22 144468872
|_Snikeln 230914 _12_15ng_¢/0914.raw 25-Mar-2015 14:28 1474443818
|_Spikeln 230014 _1 3ng_2/0914.dat 25-Mar-2015 14:24 145525463
|_Spikeln 2300914 _1 3ng_270914. raw 25-Mar-2015 14:16 1455849248
|_Spikeln 230914 2 3ng_270914.dat 25-Mar-2015 14:23 144594743
|_Spikeln 230914 2 3ng_270914. raw 25-Mar-2015 14:20 1456809757
|_Spikeln 230914 _3_3ng_270914.dat 25-Mar-2015 14:25 143720823
|_Snikeln 230914 3 3ng_2/0914.raw 25-Mar-2015 14:21 1459813621
|_Spikeln 230014 _4_/-bng_270914.dat 25-Mar-2015 14:16 137493346
|_Spikeln 230914 _4_7-5ng_270014. raw 25-Mar-2015 14:22 1422454476
|_Spikeln 230914 5_/-bng_270914.dat 25-Mar-2015 14:22 143506273
|_Spikeln 230914 5_7-5ng_270014. raw 25-Mar-2015 14:19 1449986091
|_Spikeln 230914 B_/-bng_270914.dat 25-Mar-2015 14:19 146598945
|_Spikeln 230914 B_7-5ng_270014. raw 25-Mar-2015 14:18 1472737908
|_Spikeln 230014 _/_10ng_7/0914.dat 25-Mar-2015 14:19 147122563
|_Spikeln 230914 _/_10ng_270914.raw 25-Mar-2015 14:24 1474402469
|_Spikeln 230014 8_10ng_2/0914.dat 25-Mar-2015 14:25 145883083
|_Spikeln 230914 8_10ng_2/0914.raw 25-Mar-2015 14:24 1454784098
pikeln 230914 9_10ng_2/0914.dat 25-Mar-2015 14:21 146237911
| Spikeln 230914 _9_10ng_270914.raw 25-Mar-2015 14:17 1458632108
README . txt 25-Mar-2015 14:29 3788
Phum_canon_2014_06_eco|iK12-201408_contm. fasta 25-Mar-2015 14:18 16238467

T2 BEEY 2 777UV EBOmEE, %7 — 212 wT raw & dat (MASCOT BRER 7 7
AN)BH BH, raw DA EEET 2, BEICGUCfasta 77 AV X7 v e —F3 3,

CCTAFEINTWLWS £ raw 7710 (12 @) & MASCOT DiRERET—IXR—2R FASTA T®H
%. “SPhum canon 2014 06 ecoliK12-201408 contm.fasta” =4 O0—RULTLIZEL,

[400—RICERTDSERER ]
- Raw J7MILTFA4 X 1.45 GB, 12 D57—%. &&f 918 GB
- fasta 771J)L: 15MB,

Foo0—RICEBAND D=, FORBICFIE 4 £/z1E 5 ZEH THELIEZHEDUET (FIE 4 =17
SIZIEEEE fasta T71IVHARETY),
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4 HfR 2 F—HR—RADB

FIE 4 TIX. MASCOT Server LFICBITADT —IR—RZYrTBAEICDOVTIRA

WeUETIERRIICVK DN FR - CHERRLVVZIES VLW EBIEN B YU E T,

-CHETERULZT —IRN-—RZEHRATIHRIIBITVECDFIFEATITEBNTS

HYUFEA,

DREEATOVNEK

-FIE3TYVO-RFEITEALTVS fasta T7MNIIVERBUTHUBENHUET,
-SEEBFT ST —IN—XICDVT, &iZE “PXD001385” FASTA FEBRITDIKRETHUIL—IUIZ
AR—ZFHEDODEYIVZFAT D ELET, RRICIIERDET FRDRE CEHRESYEE A,

Xtu) 6l

SBEIT >sp|05100|3MG ECOLI DNA-3-methyl ladenine glycosylase

Accession : sp|/05100|3MG ECOLI

Description : DNA-3-methyl ladenine glycosylase

F9°. MASCOT Server ® Home BEmEIC72t XU, Configuration Editor -> Database

Manager ZFIE9,

.. Mascot search engine | Protein « X 4

< C A RESHTWEWEE | losgatos3/mascot/indexhtm
* Log In
* Log out
* Change password
* Edit settings
* Current session information
Whether or not Mascot security is enabled, in order to comply with the licensing conditions,

access to this Mascot server must be restricted to authorised users. We strongly
recommend that your server is protected by a secure firewall.

Mascot Utilities
Your system administrator may have restricted access to these utilities

Database Status

View the status of all the sequence databases. Links to database statistics, search
status, log files, etc.

Search Log
brch log. Can be filtered to find specific search results.

Configuration Editor

htion editors, including security administration and sequence
database management.

\ . Mascot search engine | Protein ic X L Mascot configuration X +
Mascot Daemon is

Mascot server. It ru C A REIhTWAEVBEIE | losgatosd/mascot/x-cgi/ms-config.exe

losgatos3/mascot/x-cgi/ms-config.exe [ ]

Mascot Configuration

Amino Acids Amino Acid Data
Medifications Modification definitions
Symbols Symbols used in chemical formulae
Linkers Linker definitions
Enzymes Enzyme definitions
Instruments Fragmentation Rules
Quantitation Quantitation Methods

Crosslinking Crosslinking Methods
ormgeration Opeo Global Options in mascot.dat
Database Manager Sequence databases, Parse Rules and automated downloads

a % » @
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EJL—LD’Fasta’lCd 3. "Create new’ )00 )voUET,
HULWTIENDE®Em T, “Database name” IZ"PXD001385” (F—IXR—XDEH) &AL
YERRDIEEEE LT “New custom definition”MSIARY I ZEIRL., "Next” Ky U &=BULET,

L Mascot search engine | Pratein x | L Mascot configuration * &,H Mascot Database Manager

> C A BESWTVELEIE | t5820/mascot/x-cgi/db_manager.p

Database Manager D I L a in=g
ata

Databases (5) L Mascot search engine | Protein ic X | L Mascot configuration * ﬁ,H Mascot Database Mar|
Parse rules (13)

Name
Scheduled updates Human € 2 C A RESWTUELGESRE | t5820/mascot/x-cgi/db_manager.pl?sub=dbs.new;dbs.ney
(0) -

NCBIprot

Running tasks (0) -
Settings (ol e Bl Database Manager

Databases (5)
Parse rules (13)

Scheduled updatesfi| Database name (?)
(0) ! PXD001385

Running tasks (0) ;
Settings ) Copy of (7)

<sale v

New database definition

SwissPro

UPS540_

Enable predefined
definition

Synchronise custom

Enable predefined
definition

braries_2

Ful datab

Refresh || |Enable predefined = U§€ PfEdeﬂned definition template (?)
| Relresh | | definition <select> )

® New custom definition @)

Synchronise custom

Synchronise custom definitions
definitions Create new .
Create new

Snackeal libea m
Enable predefined

FASTA [CEFENDEINDEEEEIRLET. CZTlE “Amino acid(protein database)”%
BIRUE T BIRE. "Next" Ry U &IBUET,

L Mascot search engine X | k,,_. Mascot configuration X L Mascot Database

< C A BEESNWTLAWBEIS | t5820/mascot/x-cgi/db_manager.pl]

Database Manager
Databases (5)

Custom definition

Parse rules (13)

Scheduled updates Database name:
(0) PXD001385

Running tasks (0Q)

Settings

Enable predefined [I

definition

Synchronise custom
definitions

Create new

7 MATRIX
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FASTA D71 ILDREFEEZBIRUE T, TEREN TV AENRHBNILZDER DIEEY THR<T
BEEEHYFRA.CC TS ENLTI7MINET7Y TO—RIBIHECTERUET,
“upload or copy file manually”%Z:#RU. "Create” hy U &BULE T,

-
Enable predefined y
definition

Synchronise custom Delete original FASTA file after copying (?)

definitions Version file URL or path to source file on Mascot Server hard disk (optional) (?)
Create new

Spectral library £
filters

Delete original version file after copying (?)

Reference file URL or path to source file on Mascot Server hard disk (optional) (?)

“
er copying (7)

a n a remote server or copy from the Mascot Server hard disk, the
task will be schedu\ed asa background task. You can follow the progress in the task list. Coanurahon can
be completed once the files have been downloaded or copied.

The original file can only be deleted if it resides on the Mascot Server hard disk and Database Manager has

sufficient permissions in the source directory.
Previol

T—IR—AREDHEADNBRINE T 5|ITHIT71IbE WEB TS5 URHTRET D76
“Upload file using web browser” %2iRU. "Next" "9y Z#BUE T,

Database: PXD001385

Databases (6)

Parse rules (13)

Scheduled updates

(0) Name
Running tasks (0) PXD001385
Settings

Database type

Amino acid (protein database)

Enable predefined Database directory
definition C:/inetpub/mascot /sequence,/PXO001385/current
Synchronise custom -
definitions Filename pattern
FRDO01386_% . fasta
Create new
Database files must be present before database configuration can continue. You have the fd
Enable predefined
definition O Download from remote URL or copy from Mascot server hard disk
gggﬁrilri’ggése custom @ upload file using web browser
Create new O Copy file manually

Spectral library
filters

8 MATRIX
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‘FASTA file to upload” M FICH D" T7MIVEZR NIV ERL, KA SY O O—-R
U7z fasta 71L& BACTHRIEET . EIRETOEmICR> T Upload" My 2V ZEBLET,

Upload FASTA file

Please select the FASTA file to upload.

Note that if the file is large (more than 50 megabytes), it is betterto t
hard disk by some other means than uploading via web browser.
@ ¢ X

4 > PC > OS{C) » temp > replicatesDataset > v L K replicatesDataset) %

Filename pattern
PXD001385_x . fasta

| Edit filename pattern ‘ B30 4TIk
d & & & E =

BE - FLLIALY =- O @

~

W AT
E FEaAVE patricksamedata 190517 Roduit_1 190517 Roduit_.1 190517 _Roduit 1  190517_Roduit_1 190517 Roduit 1 190517_Roduit_1
A A fi nlo d - 1243_SCX1.1aw 1243 SCX2.raw 1243 SCX3raw 1244 SCX1raw 1244 SCX2.raw 1244 SOX3.raw
3 = UOFe
- =z 1} \ B =
T7TIVSER RENTOEE |, =
2_0S(C)
" . - DATA (D) e
The uploaded file will be renamed to SPhum_canon 20
~~ DATA () 14.06.ecolik12-2
DVD RW 347 01408 _contm.fas
| Previous @ Upload | s share2 terasts -
@ wrh9-7 v

T74JbE(N): |SPhum_canon_2014_06_ecolik12-201408_contm fasta RS OPZ TS

T7AIR7Yy TO—REINZEHRIND EERHSTVUEDY, "Edit configuration” h9 UHIRENS
DTHRYZEIHUET,

Database: PXD001385

Name
PXD001385

Database type
Amino acid (protein database)

Database directory
C:/inetpub/mascot /sequence/PXD001385 /current

Filename pattern
PXD001385_x . fasta

Files matching PXD001385_x .fasta
PXDO01385_20210429 . fasta (14.53 MB)

Finish database configuration

onfiguration to finish setting up the database definition.

Edit configuration

9 MATRIX
SCIENCE



MASCOT Distiller Replicate SRJL I —EE/TF 11—~ 7L

F=IR—ZADREI—IVEEZRELUET,
F91& Accession (F—IR—ZXDHPTH—ERDEDIRNFH - FHAF)DEREZITVET,

“Accession parse rule “OTICH»3"Choose” Ry EHUET . AR—XAHDWVIEHIYLY
BIDFBISFEEITANCGEIRT DI =)L ">¥([,]1%¥%) "OT7E8RUET,

Database configuration: PXD001385 (step 1/2)

FASTA file

Files matching PXD001385_x.fasta
PXDO0T385_20210429 . fasta (14.53 MB)

Accession parse rule (?)

Description parse rule (?)
(none}

Accession and description parse rule must be selected before you can continue to the next step.

REV—IDIEENOIBRNET AFFEDPICH D" >¥ ([, ]1%¥) "&EFUKT,

Suitable parse rules (10)

Parse rule Match Extracted data
ORI INNAEINRNES] 10/10 TR alze R
» 9 more matches
O > ¥ 1) 10/10 1. POS100
» 9 more matches
O > Ix ¥l 10/10 1. DNA-3-methy ladenine zlvcosylase 1 05=Escherichia coli (strs
» 9 more matches

(Warming: contains spaces)

O [ 1x|¥(0" Ix) 10/10 1. POS100 | 3MG1_ECOLI
» 9 more matches

O 2¥x¥)

o
2
=
=)

1. =p|POS100|3MGT _ECOLT DNA-3-methy ladenine glvcosylase 1 03=F
» 9 more matches

(Warning: contains spaces)

@ ¥ L Ix 10/10 1. =p|POST00 | 3MGT_FCOLT
» 9 more matches

O ¥ I lUBON 1. <o|PO5T00|3MGT_ECOLI
» 9 more matches

O [ Ir k¥ 10/10 1. DNA-3-methy ladenine zlvcosylase 1 05=Escherichia coli (strs

» 9 more matches

(Warning: contains spaces)

O ¥.x¥) AUR 1 5o POS100|3MGT_ECOLT DNA-3-methyladenine glvcosylase 1 03

10 MATRIX
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IR, E@E FERD”Choose" R &L T L,

) P¥(x¥) 10/10 1. 5p|POS100]3MGT_FCOLT DNA-3-met hy ||
» 9 more matches

Marning: contains spaces)

@FLI{NNEELY 10/10 1. 5p|POSI00|3KG1_ECOLT
» 9 more matches

SRV INELY BN 1. op|POSI00] 3MGT_ECOLT
} 9 more matches

O [7 s ¥ 0ak) 10/10 1.DNA-3-methyladenine glycosylase 1
» 9 more matches

(Warning: contains spaces)

O ¥-#¥) 10/10 1. »sp|POST00|SHGT _EGOLT DNA-3-nethy
} 9 more matches

(Warning: contains spaces)

Q¥ 18 LUK 1 5op|POS100]3HGI_ECOLI
» 9 more matches

P Unsuitable parse rules (40)

| Cancel || Create new parse rule | Choose |

TTDRTEEB@ICEYE T, fit L\ TRKDIEIE T "Description” DikEIL—IL %
9, "Description parse rule”MTFIZH3"Choose” R ZE U TLIZEL,

Database configuration: PXDO0O]

FASTA file
Files matching PXD001385_x_fasta
PXD001385_20210429 . fasta (14.53 MB)

Accession parse rule (?)

oD D[y Ix)

Matches from PXD001385_20210429.fasta:
1. 3MG1_ECOLI
2. 3MG2_FCOLT
3. 3PASE_ECOLI
4, ZZEF1T_HMEN
5. ZZ2Z3_HMEN

Description parse rule (?)

Cance

Accession and description parse rule must be selected before you can ¢

X5

11 MATRIX
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REIV—ILDEFEN 10 WNEXT AR—ZALUBIANTHNYZE%E Description &£UT
B> 1% ¥(x¥)” Z@&RU T BE FERD"Choose” MY ZEUTIET L,

[arIu I e

Parse rule
[N I IEIEANE 3] 10/10 1. 3hE1_ECOLI

EINNEE o]

Suitable parse rules (11)

Match Extracted data

} 5 more matches

O [#00 |10 10/10 1. POS100

P9 more matches

10/10 1. DWA-2-methy ladenine glveosylase 1 0S=Escherichia o
} o more matches

142) 10/10 1. POS100|3WE1_ECOLI
¥ 9 more matches

(SRR 1] PUIBLIN 1, op |POS100|3ME1_ECOLI DHA-3-methy ladenine glucosyla
P 9 more matches

CIFEC ] 10/10 1. sp|POS100 | 2ME1_ECOLI
» 9 more matches

O ¥ 14) 10/10 1. zp|POS100 | 3M51_ECOLI
¥ 9 more matches

1w [14) 10/10 1.5p
P9 more matches

[SENNEE - {0 -] 10/10 1. DNA-3-methy ladenine glyoosylase 1 05=Escher ichia o
» 9 more matches

¥ #) LR 1 vop [POS100|3ME1_ECOLI DHA-3-methy ladenine g lycosy
} 8 more matches

CE(T 1# 10/10 1. r=p |POS100| 3hE1_ECOLI

} o more matches

} Unsuitable parse rules (39)

| Cance || Creats new parse ruld

=04
it @

EREITOERICRY T REIN—IDBERULTVWDENDTH S & Z=BEMEELZ LT, B FEkIC
53" Next" M9z )vIULET,

FIes

1
2
3
4
5

1
2
3
4
5

PXDO01385_20210428 . fasta (14.53 MB)

Accession parse rule (7]

Poo [ Te]¥ (07 1)

Matches from PXD001385_20210429.fasta:

Description parse rule (7}
S Tx ¥ (x4

Matches from PXD001385_20210429.fasta:

TITACCIITY FADOUTI00_* -Ta50d

. 3MG1 _ECOLI
. AMG2_ECOLT
. 3PASE_ECOLI
. ZZEFT_HUMAN
. ZZZ3_HUMMN

. DNA-3-methy|adenine glycosylase | O8=Escherichia coli (strai
. DNA-3-methyladenine glycosylase 2 OS=Escherichia coli (strai
. Inorganic triphosphatase OS=Escherichia coli (strain K12) GN
.Zinc finger ZZ-twpe and EF-hand domain-containing protein 1

. ZI-type zinc finger-containing protein 3 OS=Homo sapiens GN5

12

MATRIX
SCIENCE



MASCOT Distiller Replicate IARJL 1)

—EEFT1—~ITIV

B CIRNSE@EIE taxonomy FRERY VN IBIFRZIIG T SFRICHERAT 55
SEIFRFICRELRVNELET . BE FERICH5"Save and finish" MYV ZBLTZT LY

(example]

(example)

Copy from NCBIar {or NCBIlprot)

(examplz]

(zxamplz)
Local program (7]

Command line template

Parse rule
fnonal

| Cance! ” Prewvious

Copy from EST_human (or EST_mouss or EST_others)
https:ffeutils nebionlm nih, gowfentrezfeut i sfefetoh. Fog itr attvpesgbér etrinde=text Sdb=nue |eot idestoo l=nescot

https /feutils_nebionlmnih gowfentrezieut ilsfefatoh. fog ity ettype=gpir etnde=text &db=pr ote initoo l=mascot s

Copy from UPI1855528 % lasvis (and similar entries)
https:/fwen unipr ot oF gfun iprot/$ACCESS | ONE. t=t

L fmmogifme-getzeq exe TPEDODIZEST WACCESS|ONF all

To choose or adit loczl program 25 a full-text report source, plezse bring the databaszz online,

e

ERRUTe T —IR—XEAICRY F T,
REERAARESRRRRICL TLIZEL)

B ~ERICHD “Activate’ Ry &Iy O LTT

Name
PXD001385

Database type

Database directory

Filename pattern
PXD001386_% . fasta

Upload files

Database status
Offline

Scheduled updates
(no schedules defined)

Show configuration details |

Database: PXD001385

Amino acid (protein database)

C:/inetpub/mascot /sequence/PXD001380/current

Files matching PXD001385_x.fasta
PXO001385_20210429 . fasta (14.53 MB)

Main database file URL has not been defined; database updates are disabled.

REDBEMECTIH,

—IN—
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T—HIRNR—ZAEBEDHEE L “Database Status” BEHEIC T TLWE T, Home EmEIC
»3"Database status”z2J)vIULETIEHRLIET—IR— PXD001385 NERFRDT—%
R—ZAD—EHEICENTLDINEDIN N TVDIHES, "Status"TEEHN"In use’ &> TLDH
D2RITDVWTIHESRSIET L,

C A BREINTVWAELEE | t5820/mascot/index.html
- . DLIEI\ILE Search|

Il Access Mascot Server  Database search help  Contact

Welcome

This is the heme page for your in-house Mascot Server, a powerful search engine that
uses mass spectrometry data to identify and characterise preteins from sequence
databases. To assist you, the help text for Mascot forms a substantial knowledge base
concerning protein identification by MS.

If this is your first visit, start here. If you include results from Mascot in a publication,
please cite either www.matrixscience.com or Electrophoresis, 20(18) 3551-67 (1999)
(abstract).

Security

Mascot incorporates a role based security model, which allows the system administrator to
control which functionality is available to individual users. If security has been enabled, you
may be prompted to log in if you attempt to access a page or perform a task that requires
authorisation. If security is not enabled, which is the default, the follewing links will simply
confirm this.

" Login

* Log out

* Change password

* Edit settings

* Current session information

Whether or not Mascot security is enabled, in order te comply with the licensing conditions,
access to this Mascot server must be restricted to authorised users. We strongly
recommend that your server is protected by a secure firewall.

Mascot Utilities

Your system administrator may have restricted access to these utilities

Database Status

Na = SwissProt Family = C:/inetpub/mascot/sequence/SwissProt/current/SwissProt ¥, fasta

Fil e = SwissProt 2020 05.fasta Pathname = C:/inetpub/mascot/sequence/SwissProt/current/SwissProt 2020 0b.fasta
Status = In use Statistics Compression warnings Unidentified taxonomy Recompress file
State Time = Wed Apr 14 17:33:03 § searches = 0

Mem mapped = YES Request to mem map = YES Request unmap = NO Mem locked = NO

Number of threads = -1 Current = YES Twpe = Amino acid

Name: = PS640 H sapiens Family = 0:/iretpub/mascot/sequence/UPS640 H sapiens/current/UP5640 H sapiens *.
Filename = UP584O H sapiens 20201007 fasta Pathname = C:/inetpub/mascot/sequence/UPSE40_H sapiens/current /UP5640 | H
Status = Statistics Recompress file

State Time = Wed Apr 14 17:33:03 # searches = 0

Mem mapped = YES  Reguest to mem map = YES  Request unmap = WO Mem locked = MO

Number of threads = -1 Current = YES Twpe = Amino acid
Fami |y
0429.fasta Pathname = 01/ inetpub/mascot /sequence/PX0001385 /cur rent /PXO00T3A5 20210429, fas

Name = PXDO01385
) Statistics Recompress file

- mm——"1 ):73: 14 § searches - 0
Mem mapped = YES Request to mem map = YES FBReguest unmap = NO  Mem locksd = NO
Number of threads = -1 Current = YES Type = Amino acid

= :/inetpub/mascot/seauence /PHO001385 /cur rent /PXOO0T38E * fasta

14 MATRIX
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5. ¥ 3-EERENDER

FIE 5 TIE.MASCOT Server LIC. SEIDOFEMTICHEMELTZ Label Free (Replicate)s&E%x
ERUE T T IV OIEE (SEIDBZBEIE 3ng,7.5n9,10n9,15ng DAFEE. TNEN3 DT DD
ViRULT x3 &RWET 12 @) D Components ERAEKE . FEREEICTRRT S ratio DEFRZITL
F9,Distiller THEZITOIE. CCTERUEEEDREZTEBRLU TRREEZEITUET,

MASCOT Tldsmo5h U #8FR/NTAXA—4"Quantitation”®HIZ, "Label Free [MD]” &\ 55%
ENHY  BRZREFICCNEBIRINE replicate SRV ITI—DEEHABEITOIBENTEEFI UHL
FICFULWERZE T ICCOREZFALEE BREVTRRIINDE raw T71IILDRIPRR
N3 ratio ICDLWTIE MASCOT Server fICEEMICEIVIRONTZEES ratio &@>TULEW
FI.HBERBZEDNUPTUZY. ratio ZRELADEDICLIZWESIZ. COFIR 5 THENTDL
SIREREDIEREH SN UHIT oD A TRZRIFFC/EMUZIEBZ Quantitation H5FERLU TIRER
ZRITIDUENHUET,

Home -> Configuration Editor -> Quantitation &ilt), Quantitation HEBERZRAE
ESC IR

recommend that your server IS protected by a secure firewall.

Mascot Utilities
Your system administrator may have restricted access to these utilities

Database Status

View the status of all the sequence databases. Links to database statisti
status, log files, etc.

Search Log
A tabular view of the search log. Can be filtered to find specific search rg

Configuration Edito

Browser-based configuration editors, including security administration a
database management.

h.ﬂ e W ol s
iL.. t search engine | Protein ic X L Mascot configuration X +
A REINTVWRLEE | losgatos3/mascot/x-cgi/ms-config.exe
ascot Configuration
mino Acids Amino Acid Data
Modifications Modification definitions
Symbols Symbols used in chemical formulae
Linkers Linker definitions
Enzymes Enzyme definitions
o Fragmentation Rules
Quantitation Quantitation Methods
8 — Crosslinking Methods
Configuration Options Global Options in mascot.dat
Database Manager Sequence databases, Parse Rules and automated downloads
15 MATRIX
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EEREEEDIENS T, BIC MASCOT TERTHAERBRENEBINTNET. SEIF
Replicate FHEDEARTH S Label-free[MD]"TEEZ QR IVI AL TERTIEZBHELTL)
37z, "Label-free[MD]” 17IC%% “Copy’ =2 )voUZET,

L Mascot search engine | Protein ic X L Mascot configuration X + ° = *
< C A REEWTLAWES | losgatos3/mascot/x-cgi/ms-config.exe?u=1620218330&SESSION_ID=... @ & M Q :
TMTpro 16plex reporter Copy Delete Print -
DiLeu 4plex reporter Copy Delete Print
180 multiplex multiplex Copy Delete Print
SILAC K+6 R+6 multiplex multiplex Copy Delete Print
IPTL (Succinyl and IMID) multiplex multiplex Copy Delete Print
ICPL duplex pre-digest [MD] precursor Copy Delete Print
ICPL duplex post-digest [MD] precursor Copy Delete Print
ICPL triplex pre-digest [MD] precursor Copy Delete Print
ICPL quadruplex pre-digest [MD] precursor Copy Delete Print
180 corrected [MD] precursor Copy Delete Print
15N Metabolic [MD] precursor Copy Delete Print
15N + 13C Metabolic [MD] precursor Copy Delete Print
SILAC K+6 R+10 [MD] precursor Copy Delete Print
SILAC K+6 R+10 Arg-Pro [MD] precursor Copy Delete Print
SILAC K+6 R+6 [MD] precursor Copy Delete Print
SILAC R+6 R+10 [MD] precursor Copy Delete Print
SILAC K+8 R+10 [MD] precursor Copy Delete Print
SILAC K+4 K+8 R+6 R+10 [MD] precursor Copy Delete Print
ICAT ABI Cleavable [MD] precursor Copy Delete Print
ICAT D8 [MD] precursor Copy Delete Print
Dimethylation [MD] precursor Copy Delete Print
NBS Shimadzu [MD] precursor Copy Delete Print
precursor 12 Delete Print
replicate Delete Print
average Delete Print
| New quantitation method ‘ | Main menu
|Ann|iar| Rincvetame iTRAOITM) R-nlax ‘
losgatos3/mascot/x-cgi/ms-config.exe?u=1620218330&SESSION_ID=msconfig_4942588086494 -

Label-free[MDIEXENEENIENE T, F9. name & description ZEZHZ F 9, SEIDH)
TIlE name % ”Label-free Customized01[MD]”, description IZEEFEDED D% S
Z”customized” EWOXFEEBMULELE,

LT, "Component”¥ &0 v ILET,

ch engine | Protein i+ X L Mascot configuration x

i) localhost/mascot/x-cgi/ms-config.exe?u= 5 _ID=msconfig_155 6
@ @ localhost/ /x-cgi/ fig.exe?u=1620131059&SESSION_|ID fig_1553648676667 '

Copy Quantitation Method :Label-free [MD]

MName | Label-free Customized0l1 [MD]
Method | Protocol

Component

. Description |s|mp|e ratio, 3 files, label-free customized

Report Ratio | Integration | Quality = Outliers | Mormalisation | XML

Components: newy hd MNew Copy | Delete |

16 MATRIX
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T I#4IETIE C1,C2,Ref EV3DDFREMMERINTVET,

MASCOT Server + Distiller Z{&>7z Replicates DEEETE Tl SHELL T 7MLV T
W) & D "Component” ¥ J TE&ZR I N7 Component EBREHMMN—HLTWVWDED
7+, "Component”&”Report Ratio” ¥ 7 CTEEUVABIERICKBEINE T, SHEHN—FHL
TLRLMERIE, "Ref”, “C17,"C27++«(F—FHIEUZHD C,.1) BREDESHBEERICEIV IR
S5N.IANTD C,.; D Ref ICxT B Ratio HMHERICKRTFIINE T,

TITIE 12 D raw I7IUISHIEE S component ZEUTOLSICHETZHEELET,

File & Sample:Ecoli spike 2 | File index Z¥n
QEP1 SpikeIn.230914.1.3ng.270914.raw 1 3ngR1
QEP1 SpikeIn.230914 2 3ng 270914.raw 3 ng 3ngR2

QEP1 SpikeIn.230914 3. 3ng 270914.raw 3ngR3
QEP1 SpikeIn.230914 4 7-5ng.270914.raw 7p5ngR1

2
3
4
QEP1 SpikeIn 230914 5 7-5ng 270914.raw 7.5 ng 5 7p5ngR2
6
7
8

QEP1 SpikeIn 230914 6 7-5ng 270914.raw 7p5ngR3
QEP1 SpikeIn 230914 7 10ng 270914.raw 10ngR1
QEP1 SpikeIn 230914 8 10ng 270914.raw 10 ng 10ngR2
QEP1 SpikeIn 230914 9 10ng 270914.raw 9 10ngR3
QEP1 SpikeIn 230914 10 15ng 270914.raw 10 15ngR1
QEP1 SpikeIn 230914 11 15ng 270914.raw 15 ng 11 15ngR2
QEP1 SpikeIn 230914 12 15ng 270914.raw 12 15ngR3

% Component [CDWT, "Component” CHINZ/ERHK L. "File index” TEXWIAENTZ raw J7
1ILDIEZEFE Component &N IFTEITVET, CD File index”FEEBLRVLDICLTLEE
Wo 1D DL, FiT= B SREEER T B72HIZ" New” (B3 U\E Copy) MY V&L T, /ERE R
URULET,

Component

Components: new’y ~ Copy Delete
Component 10ngR1

File index

Action

| Save changes | Cancel

|Help Window

17 MATRIX
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FARTER T D&, Component BRELTDLD ST 2@IERR S NE T, /ERNE. "Report Ratio”¥ 7
=)y oULET,

Copy Quantitation Method :Label-free
Name

NMame Label-free Customized01 [MD] Description | simple

Report Ratio

Method | Protocol | Component Integration = Qu

Component
Components: 3ngR1 v | New
Property 3ngR1
Component
3ngR2
File index

3ngR3

Save changes Cance /pSngR1

Help Window 7p3ngR2
7p5ngR3
10ngR1

10ngR2

10ngR3
15ngR1

15ngR2

15ngR3

18 MATRIX
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W\ T. Distiller T&RRENS Ratio DHBAEEELF T,

FREINSD ratio DFREICDOVTIE. & Component FZEEHE UZBEMRMATEREDHERDH
FRERE T, £ T D F-9RIZ<S Component ZIEE T DUNENHYUET,

MASCOT Server O protein ratio stEAECEVKDONDATYavNn&H23E£00. CEETH
MNRZEIEEULDD ratio ZE5tE I 2%FId Distiller HCIT OB N TCEF B A TDLORETEEZCHRE
DAIFAERDFIE 10 TN ITDEDRT—ID export WEEZEFHT D &, FVINIBBEA TR
RIFREMITEEE(ratio THL intensity HNSHEINEE—DFE)NEAINETD T, 7D
HEZFE>TTEHE TNV IR II7Z[E>T protein ratio PEEREDETEZT O TIEEL,

CCTIRRET U FIVICDONT, 3D0#YRUEBRDEMRTIEZE/E D2 ratio ZEHET S, &L\ DX
—3IT., (15ngR1+15ngR2+15ngR3)/(3ngR1+3ngR2+3ngR3) &WL\o7z LS RIBBZEERK
LET,

RET D ratio [FLLTFD3DTY,

- 15ng &3ng D ratio  : (15ngR1+15ngR2+15ngR3)/(3ngR1+3ngR2+3ngR3)

- 15ng & 7.5ng M ratio : (15ngR1+15ngR2+15ngR3)/(7p5ngR1+7p5ngR2+7p5ngR3)
- 15ng & 10ng M ratio : (15ngR1+15ngR2+15ngR3)/(10ngR1+10ngR2+10ngR3)

Report Ratio TEtERZEEALET, "Report Ratio”" BB IZER D ZF TCIIB<ABERERVETD
T.ZEHERD Component BEEOHTIEREICEER UL TSIZEE L,

f5l: (15ngR1+15ngR2+15ngR3)/(3ngR1+3ngR2+3ngR3)

Report ratio TIEEULREZHZ E. Component ZH DT T 2REEXTONELHYET, "Add
Numerator” , "Add Denominator” K% ZEkELT Component BICEHETEBZNU
HIEEEICEREDS Component ZHUHEL T, [FOTVEERTDUENHUET,

* Coefficient IXRETY . REFEN Components DEEEICHNTSNET,
FULWRERBIFUTRZECELIZE,

Report Ratio (15ngR1+15ngR2+15ngR3)/(3ngR1+3ngR2+3ngR3
Property slao Action
Report Ratio Delete Report Ratlo
Numerator 15ngR1 | Coefficient : | 1.0 Celete
15ngR2 v | Coefficient : | 1.0 Delete
| 15ngR3 v | Coefficient : |1.0 Delete
Denominator 3ngR1 v | Coefficlent :|1.0 Delete
|3ngR2 v | Coefficient :|1.0 Delete
3ngR3 v | Coefficlent :|1.0 Delete
19 MATRIX
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TERFTEDND3I DD ratio ICDWVWTEREZIERLE T . &% Report Ratio (TIT AR TR TETRM 272728,
LUTFBEigRDOEEV\VBOHICERERNETEELUELZ.

Report Ratio

Property (15ngR1+15ngR2+15ngR3)/(3ngR1+3ngR2+3ngR3

Report Ratio | (15ngR1+15ngR2+15ngR3

Mumerator ‘ 15ngR1 | Coefficient : ‘ 1.0 Delete
15ngR2 ~ | Coefficlent : ‘ 1.0 Delete
|15ngR3 v | Coefficient : | 1.0 Delete

Denominator 3ngR1 | Coefficlent ; ‘ 1.0 Delete
W Coefficient : ‘ 1.0 Delete
|3ngR3 v Coefficlent : | 1.0 Delete

(15ngR1+15ngR2+15ngR3)/(7p5ngR1+7p5ngR2+7p5ngR3)

{(15ngR1+15ngR2+15ngR3

Report Ratio

Numerator [15ngR1 v | Coefficient : | 1.0 Delete
15ngR2 v | Coefficient : | 1.0 Delete
15ngR3 | Coefficient : ‘ 1.0 Delete

Denominator ‘ 7p5ngR1 ~ | Coefficient : ‘ 1.0 Delete
7p5ngR2 ~ | Coefficient ‘ 1.0 Delete

‘ 7p5ngR3 ~ | Coefficient : ‘ 1.0 Delete
(15ngR1+15ngR2+15ngR3)/(10ngR1+10ngR2+10ngR3)
Report Ratlo '(15ngR1+15ngR2+15ngR3

Mumerator 15ngR1 | Coefficlent : ‘ 1.0 Delete
’W Coefficient : ‘ 1.0 Delete

15ngR3 v | Coefficlent : | 1.0 Delete

Denominator [10ngR1 v | Coefficient : | 1.0 Delete
10ngR2 ~ | Coefficlent : ‘ 1.0 Delete

[10ngR3 v | Coefficient : | 1.0 Delete

| New Report Ratlo

cance

RE® Save changes MYV T ESERELZERDERIMREFINE T,

MATRIX
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[&E- 9\ 08%F>7= Normalization [CDUL\T]

LUTFERERAIE normalization ZHLEIN3HDHHALIEET LY,
SN T EBDV human DY VNIE KITENEARRREICHSYV/INOE 20 BE£Hk
T—HD#EIE-Normalization ([CFIBLTWE T, COBER TIIMERFIEL T SBHXIZURANY S
IN=YVINDE 20 ZFE>T normalization 335%EZ CRHLVZUET,
SIRRXHFALRYVINOE 20 [2DULTIE,
https://pubs.acs.org/doi/10.1021/pr50104 5t
supporting info IZ%% 3 DHDHEEER (excel T71I)ICHDIEER/RKRZECSRIIZT,
FDHIZ” House keeping protein? (1=yes, 0=n0)"&L\S3 91 MLDFINEY  (TDAVDEAF
HZVIC COEREEBEMN 1 I28>TVWBYV/INIBEM normalization [CERSNEZYVINIETT,
SEINSETRKICYVINVEIZELSD normalization ZHFEINZHE. TRNDLIICLT
Normalization |9 T, FAT Y V/NUED accession ZIEELTETL,

BRH. 2D normalization [FCZTHUTUEREUVRLKEERIBTT, HIZ IX—ESAEZEITER. D
BRE=RI LTS T normalization ICERATBIY VNN VBEEREVCEIESERZEEAEETT,

Method | Protocol | Component = Report Ratio | Integration | Quality @ Outliers /

Normalisation

Property Value Action

Normalisation method average v

Normalisation Proteins sp|P78406 |RAELL_HUMAN Delete
sp|014561[ACPM HUMAN Delete
sp|P15924 |DESP_HUMAN Delete
sp|QBNBIS|GT251 HUMAN Delete
sp|P10606|COX5E_HUMAN Delete
5p|043242|PSMD3 HUMAN Delete
sp|P63151|2ABA_HUMAN Delete
sp|000233|PSMD9 HUMAN Delete
sp|Q9Y3C8|UFC1_HUMAN Delete
sp|P24752|THIL HUMAN Delete
sp|075153|CLU_HUMAN Delete
sp|QI6CT7|CC124 HUMAN Delete
sp|Q99426|TBCB_HUMAN Delete
sp|Q03252|LMNB2 HUMAN Delete
sp|Q9YSKS5|UCHLS_HUMAN Delete
sp|Q4VC31|CCD58 HUMAN Delete
sp|P68400|CSK21_HUMAN Delete
|sp|P12081|SYHC HUMAN]| Delete Add Proteln

1
FTRTORENRD OIS BE FERICH D" Save changes” MY &L TEREEMR TULTIZT L,
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6. BREFIHEREIT 1- T —YHHAH

FlE 2~5 TEEHBOLEZATHRICEEBAEZTVEIFIE 6 TlE Distiller £T raw
T I EHmPACERIFEITVET,

F£9 MASCOT Distiller Z&&#UZE T, %L\ T. Menu ® File h5”"New Multi File Project”
ZEIRLET,

% 3 Mascot Distiller

g[ilc. Edit VYiew Processing Analysis Jools Windows Help

s

MNew Proect » W e it

MNew Muiti File Project..

é Qpen Project.. Ctrd+O

=

47O /7D Add Files 20y oUET . CCToraw 7= CEDEZA—HA—RLTIC
VIRIITPEEERUET . SEID PXD001385 OF—%I1d. Thermofisher Scientific #t®
EETCHEINLET—Y7TYI, Add Files -> Thermo -> Xcalibur Z#RUZE,

% 2 New Multi File project

Sample name # Status Filename Path [ Add File(s)...

Agilent '

Bruker ¢

X

Sciex k
Shimadzu b

I|

Waters ¢

Text..

WAL mzXML.

@ mzML...

Distiller Project File

| |
| Browse...

MATRIX
22 SCIENCE



MASCOT Distiller Replicate S I —EE/FF 21—~ U7

12 D raw T71IVEERUE T EERERFICEDTZ File index [T 71ILDFEAAHIEE XTI
UTWET,, B THAEIIHNENELLD. Components D index BS & raw 77 1ILDEwMAH
IEARREUICED LD, raw T7MIVZEFERU TEIRUALDONERUWNTT . U UED ORI 1312 5EL
UCERTEEARE CTITD T L<ONSRVEEIFIEFESICETRBATVEETNIE OK TY,

T71IZEERLT Open” MYV EHLET,

% 1 Select XCalibur data set x
74 NOIEF(D: | replicatesDataset v ‘ €] 5 Al
* &5 a 2T & A
QEP1_Spikeln_220914_12dataMod2CPfiles 2021/05/10 0:59 TrA b FANA-
92499 FI4A 3 ; ; 7
\&| QEP1_Spikeln_230914_1_3ng_270914.raw 2021/04/28 21:44 RAW J71 I
- & QEP1_Spikeln_230914_2_3ng_270914.raw 2021/04/28 21:46 RAW J71 I
E QEP1_Spikeln_230914_3_3ng_270914.raw 2021/05/01 17:42 RAW 771 I
FAIbyT & QEP1_Spikeln_230914_4_7-5Sng_270914.raw 2021/04/28 21:46 RAW 771 )l
= & QEP1_Spikeln_230914_5_7-5Sng_270914.raw 2021/04/28 21:46 RAW T71 I
™ &) QEP1_Spikeln_230914_6_7-5ng_270914.raw 2021/04/28 21:46 RAW J71 I
2473 & QEP1_Spikeln_230914_7_10ng_270914.raw 2021/04/28 21:53 RAW J74 |
& QEP1_Spikeln_230914_8_10ng_270914.raw 2021/04/29 3:06 RAW 771 )l
! | QEP 1_Spikeln_230914_9_10ng_270914.raw 2021/04/28 21:59 RAW 771 I
PC '] QEP1_Spikeln_230914_10_15ng_270914.raw 2021/04/28 21:59 RAW 771 I
_ & QEP1_Spikeln_230914_11_15ng_270914.raw 2021/04/29 3:06 RAW 771 )l
‘ { & QEP1_Spikeln 230914 12 15ng_270914.raw 2021/04/28 22:01 RAW J71 ) =
FykI-9 < >
T7A I &(N): "QEP1_Spikeln_230914_12_15ng_270914.raw" "QEP ~ ‘
T4 LOESET): XCalibur (*.raw) v Fvoull
ALFH)
Processing Option default Ther moXcalibur opt
m v
| Field Walue
< >
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TTDITAT7OTICRVET . SOIC2HFRDEEZITVE T,

1H\FrB (& Distiller Project File, 2(&7 71L& TY, Distiller project file #EERFH .rov
DI 7AI) TN, T IS TIEFRARATZERAD raw T7AIVCEDVWTEZIIFoNTHYBR
UTUFEIBEZVDTEEIND CEEZHEDULET . SEIE raw T7MIVBDEERDICHD
EFFEHIRUET—YIC @ T 2@ EERLZ LT "12dataMod2” & WS XFEEMNZ TLED,

2H\FrBIX"Processing Options” T, Distiller TIIREE -FFEICENETT—FUNIE(C
BURET IAIVNREEZZERLU TVWEITH ENEER T S72HICT—I5mMHMAHEIC opt T7 1)L ZE
BIRUE T FE SHEFETEVEITD opt T7MILAEERL TSIV, SEDFITIEZDEIRE
ETRBENEGVEEAMN, reporter.prof prof.ThermoXcalibur.opt Z#RUTLET,

¥ 3 Mew Multi File project X
Sample name # Status Filename Add File(s)... b
1 1 |MNew |QEP1_Spikeln_230914_1_3ng_270914.raw
1 [Mew |QEP1_Spikeln_230914_2 3ng_270914.raw
1 |MNew |QEP1_Spikeln_230914_3 3ng_2709714.raw
1 |Mew |QEP1_Spikeln_230914 4 7-5ng_270914.raw Add Project...

Mew | QEP1_Spikeln_230914_5_7-5ng_270914.raw

1 |New |QEP1_Spikeln_230914_6_7-5ng_270914.raw

1 |MNew |QEP1_Spikeln_230914_7_10ng_270914.raw
1 |MNew |QEP1_Spikeln_230914_8 10ng_270914.raw

[ T O T O O 0 i O A O O i O

[ T o T e o ¥ T %

Distiller Project File

I C¥temp¥replicatesDatase@QEP1_Spikeln_23091412dataMod2.rov | Browse...

Processing options

reporter.prof_prof ThermoXcaliburopt - |

Import settings and processing options from:

MATRIX
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IHRERE. "OK' Ry V&g & T 7V ERIEIRHET .

Opening datasource(s)

| 18%
Opening data source(s)

T7AIVGEAHAHDET I5& TIC BENKRTINET,

BRTYTIZEVWTORORATYTISESRIICT—49% Save UTHLZEE=HEHLZUET,

% 4 Mascot Distiller - GEP1 Spikeln 230814 212data 270914

File | Edit Yiew Processing Analysis Jools Windows Help

¥  Bew Project

Mew Multi File Project...

Pdansge Multi File Progect..
é- Open Project.. Cirl+O
H Close Project

ave Project Cirl+ &

Save Project (Ctrl+5)

25
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1. BEFERIT 2- -k

MARATEE raw T—IICRUTE—I#ENIEZITVET, MASCOT Server fiITIE raw
T—YEZDFEFRZIIMFBIBIFITEFTRAMRFFICARININS /A X ZEREL RTFR/ D50
AXUMDE—=DICEZETHEMERSHUTCREDANT —IZER T DUENHVE T, TDOUNED
BZECOBRTRIE—oE | EMATWVWETD,

Menu ® Processing M'%”Process All Scans”Z &R 2 &, IARTD raw T—FITRULT
E—OfEETVETD,

% 4 Mascot Distiller - QEP Spikeln 230914 212data 270914

File  Edit Yiew | Processing | Analyms Jools Windows Help
B &R E T | | [

Acquisibion

0914_1_3ng_270914.raw]

Process All Scans (Ctel+5hift+H

LEFT_5p Craate Summed Spactrum

Mo

QEF“I_SF i% | [Edit Processing Options..

[ B8&EIEH : Peak Processing option [CDWL\T]

- Calibrabon...
QEP TSPl

OEP1_Spikeln_230914_9_ ||:|Ill.j_%
QEP1_Spikeln_230914 10_15ng

LTFREFEEINEADHFDRIETT . E—IHMEBIEH SN UHED ONLHREZ L EICFHEINE T,
SREF T —FERYVIAHRED opt T7AIVAHICEH SN TVEITN, T—IHAHUDEICEE T HEN
CEFT . RERNBUVICEREZEZEE T D AEZCBNULET . MEICIRUTEITLUTSIZE L,

Menu O Processing h'5”Edit Processing Options” Z@RUTZEE L,

% } Mascot Distiller - QEP1_Spikeln_230914_12data_datamod1

File Edit Wiew | Processing | Analysis Tools Windows |
g 3 S r
iy | Process Range le [
‘%7 | Process All Scans Ctrl+Shift«F  kion

Process And Search.. E

. . B850
Delete Peak list collection
F25]
75
ahbration...

MATRIX
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Processing options [E5DNDY THh SR INTLET,

57 BEAD
MS Processing MS ZRIIVT—I DFFE - T—FDEICDNT
MS/MS Processing MS/MS ZROBIVT—I D - T—IDEIZDNT
Time Domain BRI EBRHEUZ . B—RTFRICH T D588 & AL
MS Peak Picking MS DE—0 DEREA & ZRI () S~
MS/MS Peak Picking MS/MS DE—2 DR & ZRI () &4+

BYTICREBEBDFMICOVWTIK F17O07 B TD " Help" 2 ZBLZS L,
CCTIRHAEE—ODREICKHICODMIPNTRETDH/INSX—F 2 DICOVWTDOHEYITPYTULT
CTHRNMULEXT . MEE—ODRABHEN D ERRBREENDD_ENDHYUET,

MS/MS Peak Picking 9 7% &<z,

¥ i QEP1_Spikeln_230914_12data_datamod1 b
| MS Processing | MS5/MS Processing | Time Domain | M5 Peak Picking
Filtering General
Correlation Threshold (Rho) ! [] same as MS Peak Picking
Minimum signal to noise (S/N) l T [] Apply baseline correction
Minimum peak m/z 50 Fit method I lsotope Distribution -
Maximum peak m/z | o000 | Maximum peak iterations per scan 500
Peak Profile Reporter lon Region
Minimum peak width (Da) 0.005 [] Pick single peaks in this range
Expected peak width (Da) 0.05 Minimum peak m/z 110
Maximum peak width (Da) 0.5 Maximum peak m/z 135

[ | Reject width cutliers

| sawe | v || load. | | ok || cancel || hHep |

Correlation Threshold:; EREAARIRINVEERT—YDELE. HEAGRE. 1 SRV R
EORARICET VB ZEDKRH SN, O [HEFNIREU TR TELLRYEXT
Minimum signal to nose (S/N) : S/N. EMEWEEBERGNMESHRNLENYUERT,

KEEESHI=S"Save” =L T, Process Peak Scan #Z{7UTLIEEL,

27 MATRIX
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8. BEETHREIT 3-MASCOT iRREEEHHRIDRELE

E—OMENEHOYUELURZS. 5ITHES MASCOT Server TOMRZRE{TLET,
Distiller ® menu Analysis -> Mascot Search -> All Peaklists Z&RUTLZEEL),

% 4 Mascot Distiller - GEM Spikeln 230914 212data 270914
File Edit WView Processing
Peak Lists

=@ QEP1_Spikeln_230014_21) 5 i1,
itk X QEP1_Spiksin_230914)

i B OFP1_Spikeln_z30914,

= X QEP1_Spikeln_230514)

| EE miz470.288 24 12|

i B :I Grouped Scans
“pd MS/MS 80,

i —
i BHE miz362.222 24 3|

Analysis | Tools Windo
I : 5
] Mascot Search - =

Analysis Info

Caleulsts X0,

RBNTA—IANEEHIIRNE T SEIFLLTEBRD XS ICEE/NTAX—IZRELEUE,

FICTERBWEEZESTZVLWONQuantitation”TEBTY L. FIE 4 ICTHSHAUHT—YICEDE
Quantitation BEZ(ERR U EIFZDIERIEE Z. €3 TRVIEEIE"Label Free[MD]” ZER
UT<LIEE L\ R EEIFLLT OB TY . BRERBIRRENZCEL I,

SREEHR RXEME =E3
Database PXD001385 FTDTF—IN—R=FALTELW
Allow up to 1 MBICHIBTUTZ3UE, Tt T —Yi%ta

HAMIIHEENR WV T2 TER W

Quantitation

Label free Customized[MD]

LdmEy

Fixed Modification

Carbamidemethyl(C)

Variable Modification

Oxidation(M)

Peptide tol. 10 ppm RPN THERAIN TV 28T
MS/MS tol. 0.02 Da O TERINTVSHF
#13C 1 JRE (¥ 3E, (2 TERL
Instrument Default BBICHMTUIZREE. ZEICEDERS
DIZEBLTEHLL
Decoy FIVvIoEAND FDR StE D7z i4%
28 MATRIX
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BmE FERD” Start Search” Ry U %EIFT ERFREETUET .

¥ 1 Mascot Search (localhost) O X
MASCOT MS/MS lons Search
Your name |takaesu | Email
Search title |QEP1_SpikeIn_230914_12data |
Database(s) |PXD001385 (AA) MNucleic acid (NA)
= Human_EST
Amino acid (AA)
= NCBIprot
SwissProt
UP5640_H_sapiens
Spectral library (SL)
PRIDE_Contaminants
Taxonomy |AII entries V|
Enzyme Allow up to missed cleavages
Quantitation |Labe|-free Customized01 [MD] V|
Crosslinking [None v
. Fixed [carbamidomethyl (C) Acetyl (K)
modifications Acetyl (N-term) ~
= Acetyl (Protein N-term)
Amidated (C-term)
Amidated (Protein C-term)
Display all modifications [ Ammonia-loss (N-term C)
. Carbamidomethyl (N-term)
_Variable [gxidation (M) Carbamyl (K)
modifications > carbamyl (N-term)
= Carboxymethyl (C) L3
Cation:MNa (C-term)
Peptide tol. + |10 [[pom v| #tc[1v]  Ms/MStol. + [0.02 |[pa  v|
Peptide charge Monoisotopic ® Average O
Data file
Data format Mascot generic Precursor I:I m/z
Instrument |Default v| Error tolerant [
Report top |AUTO %| hits

| Cancel

Dy R
29 MATRIX
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BREHHEDD & Distiller DETL—LICAEY VINOB—ENRRINE T,

§J Mascot Distile - QEP1_Spikeln 230514 12data - [QEP1_Spikeln_750514_12_15ng 27081 dems]] - 0o x

file Edit View Processing Anal Windows  belp
AR s 00 90k odtin s Bloss dlishihRh wk drvanslnal
Proteins ® % | [QEP1_Spikeln_230914_12_15nq_2709 14.raw] =

B
B § LNVTEQEKIDKi2
i 4 GNPTVEVDLFTS
It wsDDuL mm 8

i 1
FG/\NMLGVSU\VCK[

6 4 mmmwsvwsm
0 B VVIGMDVARSEFFR2-
YOLDFKSPODPSR(Z-) ¢

LAQANGWGVMVS| ]

i

B # VNQIGSVTESLO

@ § I0RMIENDGTENK ),

& § APSGKTONCALRAL | ‘
] PSR

5§ HIADLAGNSEVILPVPAFI
i § VGKDATHVGDEGGFAPN

b \ |

CAMGEMILPVGARMFR } \

& B LAMQERMILPYGAANFR]

i B LAMOERMILEVGAANFR] 1 (

# B DATNVGDEGGFAPNILEN i ‘

& § FTASAGIQWGDDLIVTE | i I L

& § AGITOKVVIGMDVAASE

- § e \ |

1§ MIBGASTGEALELC | |

i

SeHTIDTAADLVELETE l

& § DYPVWSIEDPFDQDDWC | i | ’ ‘

- B AAVPSGASTGIVEALELRE

) B LNVTEQEKIDKLMIEMDC r L

& § DATNVGDEGGFAPNILEN ‘ | \
| ‘

B § SAKDVPVVSIEDPFROD! r

4% 2wpu
5 9§ 2.1 sp|PO7o00] H 5004_HUMA J
@ L

PO40SIGIP HUMAN W/
< > A
Precursors  Peak Lists  Searches —
Acquisition Proteins 500 1000 1500 2000 2500 3000 3500 4000 4500 5000 5500 6000 6500 7000 Sec

FWC. RAEY VN VEDEEREFICOVWTEELLY, EEBEDEELZZELLZYLET . Menu
M Tools i5"Format Options” Z&RUE T,

#j Mascot Distiller - QEP1_Spikeln_230914_12data - [[QEP1_Spikeln_230914_12_15

File Edit Wiew Processing Analysis | Tools | Windows Help

‘B2 E e e 8 Dataset Info

Proteins R x =% | Preferences...

=& QEP1_Spikeln_230914_12data ™ Lag »

& Format Options

_ 3 Saarch header External Servers...
= ‘ﬁ 1.1 sp|PO6T3|ENCA_HUMA Clean caches
EGLELLK{2+), 46 .

TIAPALVSK(2+), 51 |+  Format Options |

E IEEELGSK(2+), 37
0 B
0 B

! 15ng_27091

NFRMNPLAK(2+), 37
SCNCLLLK{2 +), 50

HHHHH
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Format Options [E3DDY TH SR INTUVET,

- Mascot Search Import Options

- Quantitation Options

- Replicates (F&3F% Replicates DEEDOARENET)

LI, &Y THRDREICDOWTHESBAEZLET,

MASCOT Search Import Options

T7I)—=H X0 EX subset/sameset YVINIBEDRRREIVITRIFRICEBEULZARA.
WOICRAEY VNN VE/RERTFROBELZRETDIENTIFT,

SEMY TlIE RTFROBEREEULUT FDR 1%DREETO>TVELUZ. COEBER TERKRD
BREZZUE T, "Peptide Scoring” MFREXC “Target FDR"Z, PSMs M 1% &F&EELXRU
2. “PSMs” MD#EIRELICIIMIC"Sequences”EH Y &FT . A—RTFRICRYF Uz query [T D
ATVERERY, Sequence DIFER—RTFRICYYFUTLD query Z1DICEEHTAHIVL
ULET . SFHDHZEHRALLEI LV, (CHIADKE. BRABZHE INIEE S5 EERANEEHSNT
WEY),

% 1 Format Options X

Mascot Search Import Options | Quantitation Options | Replicate

Maxirnum Hits / Families | Auto - Display Unassigned Peptides =

Protein Grouping IFamin -

Family Grouping
Show Same Sets |:| Show Sub Sets D

Standard Grouping

Show Sub Sets %
MNone All
Protein Scoring Report mode Peptide Scoring
o g [ |
) Significance Thresheld | 0.05
@) MudPIT

Score / Expect cut-off 0

| OK || Cancel | | Help

31
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Quantitation Options

MASCOT Server Tf1o7z Quantitation MOFRERBZESITHNTHY  CHLICKIVEENARET
T LU StREICEENFEVWIEBRICEAL TDHEERFHAZRLET . REEBEDOFMIE Help" N5 %
U TIHR<IETL,

% i Format Options X

| Mascot Search Import Options | Quantitation Options | Replicate

Family range
Protein Ratio Type | median M
@):All Families
MNormalisation I average -
f | —
) Range Qutlier removal | auto -
Enter Family numbers and/or Family number ranges
) separated by commas. For example 3,4,6-10,13 ]
Quality Peptide threshald
.
Carrelation Threshold | 08 f |
Type at least homology =
o
Std, Err. Threshold | 999 , :
Value 0.05
.
D Fraction Threshold I 0.5
Changing any of these options will require the Quantitation Report to be re-generated. All Options
oK | | Cancel | | Help

“Quality”

XIC EEOE. ZUXRTFRD Precursor E—0Z=FERUZYURIEOEEICIERSEHEZIRRLZYT
DIFRICFIATDINTA—ITY, [FE 9. EE2EtEEITL - E=TEETE . BRF]TABICOWLWT] (P
36~) HHETITSEBLIIETL,

Correlation Threshold
BERRARIMIVEERZARIBIVDBERHAI S X I—RARICEAL TR Y F U I Z 1T o T2l DEERE T,
NSEWFEERZARINVH SR AR I SVDRARISEVWAERHY  EIZ O [SEVIFEFARDBENTL)
TEMEDIFTE AL TISEWFEERULS, OISEVFERWEEERVUET,

392 MATRIX
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Std Err.Threshold
FRE/BD ratio I(CDWT . RINZFET1YT 1 VT DEREDE(FEHEILSE)TT, FIEKDEREED
EDIZ"999" R ETHNIFEBZD/INSA—=FIFFAULRVWCEEZEH/RUTWVWET,

Fraction Threshold

RTFROERMADI S RI—E—IODNEFET D m/z #BgIC. TNLUADE—IODRFET I E DI ZE
RIEETIT . FIVIDERET/INIA—FEUVTFERITINEDIHNDNENYXT,

Fraction &l& (FfIifA0SX5—E—00mEE) / (BEEADOE—IDEE) DBEEKRULET,
ER 1 [HEVEERTFROBMKI SRAI—E—OLUNDEFEEZFITHEC O (SHEVIFEMD
E—0&FELET,

::'G%Ej_"\'ﬂ'ﬂ,\%lﬁﬁBL%I:B/\"%X—@IKT‘T‘L&@“O§¥%Hlat”All Options”" "o &=#ULT
W‘Q‘Ek—ﬁﬁnﬂ<tl\_\/\ &7z MASCOT O HELP R—3 Quantitation ®”Configuration” MIg
BEHETIEBLES
httD://www.matrlxsaence.com/help/quant config help.html

“Protein Ratio Type”

SINDBICTPHAIEINEZRTFRED ratio Mo FVINVED ratio ZEDXDICEHET DN
DLW TEELZE Y. average, median, weighted(peptide ® intensity Z€£&ICUREADITE
hikU7z average) D3N H Y X T,

“Normalisation”
RTFRD ratio ZESHEEZE>TEHRIELLET,

“Outlier removal”
ratio [CDVWTANEZIREUVIEZ T S AEIC DV GERLET,

Normalization % Outlier removal ICET 2K EICDVWTIE. L FURLEHETITSEBLLET

http://www.matrixscience.com/help/quant statistics help.html

33 MATRIX
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Replicate

raw J71J)bE component DD IFEESZTEDIEN . FRRT S ratio [CDVWTEERZRHER
UIzUEBELRUTDIENTEET,

Files T&RREINTLSD raw J71IEE. Components DHZIIANIELTIRfTIF SN TS

BUTKETVMDOFICEREERERDEMNS2I5E. AAID"Move up” “Move down”%
#L T Components DITVIEEZEZ . MHBZEZEL TZEL),

F7= Custom MYDMEE, "Ratios’hy =g &, FnSNS Ratio ZEREFIBIENTETET,
ZEHEIEZ MASCOT Server @ Quantitation T{To7z"Report Ratio” £EU T UL &
FIE4 =BT,

34

%  Format Options X
| Mascot Search Import Options | Quantitation Options | Replicate |
Files Components
QEP1_Spikeln_230914_1_3ng * IngR1 -
QEP1_Spikeln_230914_2_3ng 3ngR2 Meve dewn
QEP1_Spikeln_230914_3_3ng 3ngR3 3ngR2
QEP1_Spikeln_230914_4_7-51 TpsngRi
QEP1_Spikeln_230914_5_7-51 7pSngR2 Companents/Ratios
QEP1_Spikeln_230914_6_7-51= 7psngR3 =
QEP1_Spikeln_230914_7_10n 10ngR1 R =
QEP1_Spikeln_230914_8_10n 10ngR2 ) Automati
QEP1_Spikeln_230914_9_10n 10ngR3 -
QEP1_Spikeln_230914_10_15| 15ngR1 1 @ Custom | Ratios
QEP1_Spikeln_230914_11_15 15ngRz2
MArna C_l._l. ="=nama 4 am ar iof ar--n-= iof
4| Il | 3
o] o1 e
MATRIX
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INTHDREEZELT'OK"RY V2T & RABTDBERYLAAZRITIZEEEXN
B/NET FICABEDYFEADTEDEX"OK' MYV EBLTIZE L 5ITHE . AERRZRG
VETIBENTHONKT,

Mascot Distiller X

|f you proceed, these changes will require the following items to
I_\ be reloaded/recalculated:
o -Re-load Mascot search results

FruEl

:

CHORBREFTIDEEAEICITETERFEMAMDNIET . FBEICEIDTIEIERTEELT
VINIITPHEETCUESITEHVET . EEETREZITORIIC. 479 project 771 )b(.rov 771J)
EREFITDELIICLTLEETLY,

% 4 Mascot Distiller - QEP1 Spikeln 230214 313data 270814

Eile | Edit Yiew Processing Analysis Jools Windows Help

=

¥ New Project LT TR

Mew Multi File Project...

i 1_3ng_270
Barsge Multi File Project.. "

é- Qp=n Project.. Ctrl+0 -
E Close Project
Close All

F Sawve Hroject Ltrl+

Save Project As.,

Save Project (Ctrl+5) |

a

&8 Print. Ctri+P
Frint Prawview

1
a2
3

Lhbdata_LabelFresrov
chtemplreplicatesdata row

Chtam F'\,E'.-'EFE ge.ron

i H
ko
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9. BEFTHRET 4- EEHERITE . BRETHABICOWNT

BIENRTFROBEHRZEEICE raw T—F T XIC SHEZTV\. SSICTPHAIIINTLBRRTFRD
FBERHNSBYVINVBDEEHEEZSTELET,
menu @ Analysis T.”Quantitate” Z&RUEXT,

% 4 Mascot Distiller - GEP1 Spikeln 230914 212data 270914

Ele Edit Yiew Processing | Analysis | Jools Windows Help
e N N Mascor Search R |

Proteins Denovo Search v

=@ QEM_Spikeln_230914_21) 5f
- & Format Options
O |8 Search header
£ 9§ 1.15p|PO6TI3[ENOA_H Analysis Info
[ 8§ 1.2 cp|P12020/ENOB_H
-8 2.1 sp|PoT900(HS90A =
Bl %8 2.2 sp|PoB236[HS908 |
- 9§ 2.3 op|P14625EMPL
8§ 2.4 p|01 2031[TRAP_
k& E 3.1 sp|POSTET|K2CE_H| Reports ' b

Quantitate Y170 NBNETAENRERDYVINVEBEERBIRUET, CZTIXIARTD
FIINDBTHEZITOIEVDET. "All Families”=&RL., "OK" KRy o &#BULE T,

¥ i Quantitate X

Family range

@) All Families

"I Range

Enter Family numbers and/or Family number ranges
separated by commas, For example 3,4,6-10,13
Current range: All

e

EEDFEARES N, BEFPR~HAICEERRIRRIINET,

[EtEEEEIVE1—IDARY I ICEEET DHE]

replicates EETEICIFIFRICERBMANMNIET . SEIDT 2V TILT—% (4x3=12 D raw
T7AIVICHENT RO IR I EF DI 1—9TE 24~48 BEREENMUET, 2120
ver.2.8 AND7YFIL—RICEVRRELVEFEICHBRXEEIIKBICH > TLVET . COT—%
[CDWVWTIX 30GB BEDAEVZEREH LIV E1I—9THNIE BER<EENEITARETT,
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LIRF. B2t EFEROMREEICREE T 2FRIAIC DV TERALVZLE T,

FRINHBRO—F L. “Quantitation Table”l&. ¥ V/INVVBEDEEICDOWVWT, I—H—H1HH
[CESHTZ. HDVIEEEMICES SN —EBICRREINE T,

Qunatitation table TY VNIV BZEIRT D&, €D FIC “Matches Table” I N
F9, Mataches Table”IC[&. Quantitation table TERULSYVINVBIZTHAIEINTVS
RTIFRIZDNT, ratio PENICEHET 2 FEHICRRINKT,

T5(2"Matches Table "CRTFREEIRT S &, Distiller ICT” TIC Window” EFFA TS,
TIC HVITEZEDRTFRERDD XICs e U T ER/RICKRRIINET,

J Mascot Distiles - QP Spikeln_230914_1202ta - [IGEP1_Spikeln 2303741 g 2709111 - NFANPLAKI2+] - g x
1 & & 5
File Edit View Processing Analisis Toois Windows Help
e 2l e
Froteins @
© @ QEP1_Spikein 23051_t2dsta Accession Score | Mass | (1SnaR+t5naf Snah2-3ngR3) _ SDigeo) |# | (15naRi+15ngA2- 1SnGR3ToSnafl-TosnaR2- ToSnaR3) |SDioea) & | (15naR1-15ngA2+ 1Sna3)/(10naR - 10nohd- tind
4C Fommat Options 0 soposTIsENOA UMK 33306 47481 1

ey 12 | sopimsEnos .| w0 200 e e

3 prEE T 21 | SOPOTSOHSMA MU | 1869 05006 e

59 21 p{POTI00HS30A, HUMA 22 spPreaisHSIB U | 17983 83554 I o4 - 7 36 Hest shock protein HSP 0. beta 0=

& W 2.2 p{POBTIEHSE08 HUMA 23 | sPUSISENPLHUM.. | 7026 92656 s s 2 30, Endoplesmin 05=Homa sapers G

W 23 4p|PI4ESENPL_HUMAD 24 wiO120HITAAP HU.. | 2003 BOME ‘L0652 Heat shock protsin 75 KD, mitochon,
24 5p{Q12531 TRAPT_HUMY 3 | prrmacs m.. | en | sn 2 w17 Keratin, e Il ytosteletal 0

21 4p{POSTETIR2CH HUMAN o=

PEOME Hv | 11853 53676 1047 tess0 Vimentin OSHorea apers GH=VIM
32 piPOBSTOMME_HUMAN
33 | spPOATINRCT HUM.. | B8R ez m e | Kerotn type I ytoskeletsi 7 OSae

W 23 5p{P0072SIK2CT, HUMAN
51§ 41 3iPoreTBBS HUMAN | sem| sones ’ i Sets i 05 oma sapiers..
W 42 sp{PESTITBBE HUMA 13354 z Tutudin bt 28 chan Os=Homo s

43 4p|Q13865(TBE2A_HUMY
44 1piQ13508{TBB2_ HUMAL
45 4p|QIBUFSTBBE HUMA
5.14p{PGOTOIACTE HUMAL
52 4p|PEBZAACTC_HUMAY

% 6.15p|P13629]EF2_HUMAN B 2e i | =
e s — 1 Matches Table
7 3plP MB1BKPYM_HUMAN P = =i -
81 5plP2ITIIFLNA_HUMA! —
8.2 5p|O7SIES{FLNE_HUMA! Lasiald
214pI09BQE3NTBATC_HUM B 2+ souaLix < ET461845
9.2 1p|PEE366[TEALA_HUMA B 3+ Taeavskx 7 es2as7
W 9.3 sp|AGNHLATRALL HUM. — =i
5 W 10,1 5p(P 1 1142IHSPTC_HUM i+ | oo

B2 SGRvoLon
B 5 e
Bl 2o 1GADIYHME

POBIOTIHSPTI_ HUM
P11021]GRPTE_ HUM
POAGYBIONAK_ECOL
POHOBIE2?_HUMAN
PoASE2(G3F1_ECOLI
113 5510 USSEGIT HUMA

e

#

12.2 50 P2TTOBIPYR1
13 sp|PO2SASILMNA_HUMAI
i

TIC Window
(XICs IR T)

16 3012401 TKT_HUMAN b
17 splPOOSSPGK1_HUMAN
181 50[PGB104IEF 1A1_HUM)
18.2 50{QOSGIAEF 12 HUM.
19 3p]P 10809 CHEE HUMAN

M

#E

1 5p{P 22625
20.25{P0865 1ROALH
203 50{PS191[ROAZ_HUM
20450/ Q131511ROAQHUM)
20 P RIAUBAT_HUMAR
2 plPTESZTIPAKDE HUMA
23 splPTETIICPS_HUMAN

24 5pi

25,1 5p{QSQNWEIH22F_HU
25.2 5p{POGOBIHABLHUM)
25.3 50{PSSOGDIAPOZ HUMA
26.1 5p{POMOTSIALDOA,HUN
26.25p{P0SIT2IALOOC_HUN
26.3 5p{P0SOE2JALDCE_HUN

27 5p|O0B30/HNRPU_HUM,
28 5p|PETTIPOIA HUMAN
28 5plP01TATPIS HUMAN |
301 35{P2S0IBIMOES_ HUM)
30230(P25241IRADLHUMA
303 sp{P1S3VIEZRI_HUMA!
31,1 5p{POTISS|LOHB_HUM

© B 15 sp|P4S3ITIFAS HUMAN |

Precursors  Peak lists  Searches.
Acquisition Proteins

n P ZZEAALTIRE

3DORIMEICT S TICDVNT, TSICEHEUSERALET,
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[Quantitation table] ratio sD(geo) || #
Accession Score | Mass | (15ngR1+15ngR2+15ngR3)/(3ngR1+3ngR2+3ngR3) SD(geo) |# | (15ngR1+15
h 1 sp|PO6733|[ENOA_HUMA! 33306 47481 1.1327 1.0902 34
—= SasssasuasHUM.. 9540 47299 1.1704 11012 5
BIRPDIVISOE Hu.. 18698 85006 11109  1.7024 45
22 sp|P08238|HS908_HU... 17983 | 83554 11230 1.0404 45
23 sp|P14625|ENPL_HUM... 7026 | 92696 1133 10544 29
24 splQ12931[TRAP1_HU... 2003 80345 1.1043 1.0652 9
3.1 sp|POS787|K2C8 HUM... 17641 53671 1.1180 1.1617 48
3.2 sp|PO8670[VIME_HUM... 11853 53676 1.1082 1.0447 38
3.3 sp|P08729|K2C7_HUM... 8882 5141 11129 1.0392 31
41 snIPOTAI7ITRRS HIIM 15839 50NAS 11377 177118 28

BYVNIBIIDOWVWT, HbSHUHEDTEEENEERR (ratio) ZRTRULE T COBERTIEFIRIC
TERTI D ratio ZLATD3@YICED . TODRBHRERTINTLEXT,

- (15ngR1+15ngR2+15ngR3)/(3ngR1+3ngR2+3ngR3)
- (15ngR1+15ngR2+15ngR3)/(7p5ngR1+7p5ngR2+7p5ngR3)
- (15ngR1+15ngR2+15ngR3)/(10ngR1+10ngR2+10ngR3)

ERIICERUTLWRWEAR. & Component [CDUL\T Ref(erence) E DB EENRIEINET,

SD(geo) [FEMAEERETT, (FHAIUTNERTFROEEENSKHEND)IVINIEDES
HEAEICEL O TRERRINBNCERBYFT,

#IFEEAEICAVLSNIERTFRT—IDETT,

SD(geo) & #1FZE L ratio BICBENRRINE T,

IREBIRLTVWBY VNV BIC DLW TIHITDITEICARINY—2 [ ARRINEFTEIRINTLD
AINOBEIZDUV T, Quantitation table @9 <TFIZ"Matches table” " &RRENET,

[Matches table]

Matrhes lsnlPNR733IFNOA HIIMANT
| |z | Sequence | X | (15ngR1+15ngR2+15ngR3}/(3ngR1+3ngR2+3ngR3) | StdEr | X | [ ngR1+15ngR2+15... | Std.Err | X | (15ngR1+15ngR2+1. | Std.Emr | Fraction | Correlation | Intensity | Modifications
2+ YISPDQLADLYK v 11284 00057 |V 08756 0.0095 1017 0DOST 09777 09984 323306108
4+  YGKDATNVGDEGGFAPN... v 11189 00149 |V 10040 00277 ¥ 1055 00194 09649 08836 29218246
3+  YGKDATNVGDEGGFAPN... | 11346 02845 |V 09466 0.0919 1055 00561 09116 08293 7663089
3+ YDLDFKSPDDPSR v 10623 01130 |V 08862 01756 0888 00628 08374 0875613275365
I+ £+  YULDFRSFOUPSK B TUeYs  U4321 (v 1.0086 0.2506 + 0.9847 0.1903 0.8302
3+ WWIGMOVAASEFFR memu 24034 09701 10478 15315 12112 13873 06144 m kE{ﬁ“
2+ WWIGMDVAASEFFR 4 11600 01075 |V 10842 00726 ¥ 10218 DOT28 05645
3+  VNOQIGSVTESLQACK v 10870 02995 |V 08909 02687 10541 01936 07588 09618 9039708

SRS SREML Wz ROZER] BRSO TEREAWVLZLE T,
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HEARZA
Matches [sp|P06733|ENOA_HUMAN] ratio Std.Err | | X
z Sequence W | X | (15ngR1+15ngR2 +15ngR3)/(3IngR1+3ngR2+3ngR3) | Std.Err | X | (1
2+ | YISPDOLADLYK v 1.1284 0.0057 |
4+ | YGKDATNWGDEGGFAPN... | 11185 0.014% |V
3+ | YGEDATNVGDEGGFAPN... | 11346 02646 |V
3+ | YODLDFKSPDDPSR v 10623 01130 |V

FONDBICTPHAIEINEERTFRIIDVT, EEEDL (ratio) MRATINET . "KiIREND
ratio [FA—H—DERICEDE. LEED L D% 1 HDFREZITTRERELE ratio BDEHRNTR
TNFET, Quantitation DFIRBE TEFIICERL TLVRWESEW. Quantitation DFEREBEBE
raw 7 71 IV EDRVISE. & Component (DU T Ref(erence) & DEHRLENFRRINE
o TR TDFRRLEICHUTENZ N, "Std.Err”, "X" WS BMDBEEEHE TRRIINET,

Std.Err & 52552 (Standard error) DB TY,

Ratio ZEE I BEICIES DINAETVWT —FIFEEICHIALRVL OBHEEEH D ENTITFET,
MASCOT Distiller DEE5TRE TlE XIC DFRZET DN HDWIERTFRD ratio Z9V/IN0E
D ratio StEICFHATENIDOVWT, 3DDERNSRREEL TLE T, ZDDED 1M StdErr. TY,

Std.Err [FEEINERTFROLERICH T DSRLDIRERETT AR TFROLEEE XIC E—2
(CHFEIETIA—HAFADDRBEICHUTRINZFET (VT A VTICKURDTWET . TV T1
TJUTESNIERDESN ratio ERUFTITHN, CORFCDERICH T DIRERENREMELVEKX
SUWARTFROERIIIVNIBDOLERFABNSEATNE T, (TRAIIE SRNILT)—FE TR
SILAC DEDT., 2 U TIDBIINENEN Light, Heavy ERD>TLWEITDTTERELLEEL,)

Heavy /Light

160000 -

140000 - =
*

.
120000 /
100000

20000

60000 * //
40000

20000 /:/ -

0 20000 40000 60000 20000 100000 120000 140000 160000 120000 200000
Light

Heavy
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KNIV VBOEESTRICEZHRTFRAMERTINTLINERLTHY,. FIVINADTLDS
SEEEICRIATNTVWRZEEZRULTLET,

v = il

Fraction Correlation Intensity

Std.Err | Fraction | Correlation | Intensity Modifications
0.0057 | 09777 0.9984 | 323308106
0.0194 0.9645 (.9826 29218246
0.0561 | 0.9116 (.9293 Te63089
0.0628 0.8374 0.9756 12275965

BERTFRICHUTEEICEAET ITMEN2 D, BRICK TSN TWET, "Fraction”
E”Correlation” T, CNBSIEIRTFREANREEHEICHVLONBINDHIEZ T BT TR,
BIBRAD R SN HIEDRFEEICN U COEREZ MG T IROEEICER>TUVET,

Fraction : E—J3EigOmEELL(Fraction of peak area)

Precursor OE—fHE(Scan Window, RELIEDRESRDE) DEE—IDERAICHU T,
SEINEERISRY—E—IDEENGHDEIETT BRI TRI—E—JERUT—YDHT
B/ 7AVREYIE—IICABTHE-IDBHRNSEHFREINK T, Scan Window [CxtUL T,
precursor OELRAISZXY—LADE—INEZRE D> TVNST—F. HLEEELARRBROLBN O
E—0%&BR > TRMAI S RI—ERBHUTVWDRLIRT—IZHRT DIHDBELRERYET L EN
AEVWQA (SEV)IFEEBREBEEEHTDE—IEITHEEBEZHNISIRN TLDEHKRD SN, FITNE
WEEEREUADE—ODEEEHFBRLET,

HERARIMIVERRIRINVICDOWTIE, Distiller ECRTFREZERUZERISRED L S 7RH
MRAINFTTDTEELZISRTIZTV, T5IS /D) YI—> "SPP/DPP Quantitation info”
DA /AT [CXVEREDFRRIEANEDUET,

REAMBITIE FIENEBDARINT =5 BENFHBEINLERISRI-—E—-ITY,
Fraction OFIENMEWVEE BIREER D TV SEFAUNADTRD AR VA E<EBRNEZ 55
A OYALIE Sy I8
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40 SCIENCE



MASCOT Distiller Replicate S I —EE/FF 21—~ U7

Fraction O%&E 0.99 Ofl

QEP1_Spikeln_230914_3,3ng_270914.raw] -

105
100
95

85

%
0
65

55
50
45
40
35

2%

15
10

|/
(105)

7550 755 6 756.0 756 5 757.0 1576 758 0 758 6 7590 759 5 760.0 760 & 7610 76156

Fraction O#& 0.50 DOfl

[QEPY_Spikein_230914_3_3ng_270914saw] - Survey 25490 (r1=4227.3299) - GVDSEDIPLNLSR(3+)

[ L L R el

\ A

504.0 504 5 505.0 506§ 506.0 506 5 507.0 5076 5080 i

Fraction O%E 0.26 Dl

[QEP1_Spikeln_230914 3 3ng 3 vey 1.2180) -

T |

4625 4630 4635 464.0 464 5 465.0 4655 466.0 466.5 467.0 4675
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Correlation coefficient (tBRS{%%%)

KRT —IDE—VEEHRmT —IDE—DZEREDETZROERERETT . 1 [SEVIFE—FEN
BUREDNRGY, HIC 0 IHELRDE—HEMESTEFFELET,

Correlation 0.999 (Fraction 0.991) Dl

[QEP1_Spikein_230914_3_3nq_2: 1 .y 1:1967) E

%
£
7%
6
[

86
50
a5

3

2

i
(106
7550 7555 756.0 7565 7570 7515 7500 ED 7590 7535 7600 605 7610 7615

Correlation 0.984 (Fraction 0.461)Dfl

‘..mTW"_W o = =
:‘ ﬁ m | L M | ﬁ\ aﬂn L }IM A L
Correlation 0.778 (Fraction 0.500) Ml EEETEICIFFEHON TR
[QEP1,Spikein_230914_3_3ng > - : ¥z - : & x
z B
, | \ | ‘\‘ |
i Lo l‘. M ) U
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[TIC Window]

Matches TRTFREZBIRUZIERTIINS TIC Window T.&T—%IZxd 5 XICs HHET
TRINTVET (TH). & raw T—2(CRU T HkEDEIEMN XICs STEIN TV SBRIEEKRUE

T BEDFRFRET—21F alignment SNTULET,

[QEPY_Spikeln_230914_1_Ing 27014 raw] - TKPIWTR(3+)

& raw T—YIIXLT XICs stENGREBR BT E RUERDZEBENTEET . T IAINNTRT
TNDREIFREBELSANRTINREL DTV EHFHEMNERTIFT AN, BEERS YT &

FOY TR TIAL TRRS B EETERT (TR,

[QEP1_Spikeln_230914_1_3ng_270914.raw] - TLVSVTK(2+)

| o —— S E—— ——

2 _ o X —

e ey . . I | . - P
FTRABIFLLTOEYTY,
piNAl | Precursor Scan
FlLix MS/MS Scan

XICs Z5tE U T\ 2 &H

RO BEXRTFRD MS/MS IR MUHA R SN 7=581E
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Quantitation table OZFEBHIIHUVUEBEZXZ TR RIBEBI3ZENTETET, X2 ratio ®
normalization, peptide ratio H'5 protein ratio ZsTEI 2 AFLREICDULTIEZ. menu D
Tools -> Format Options -> Quantitation Options [CH 3 RIEEE®ZEJ FE CHHEER

TT. REEEEEUSDS, BRDIESEDDNEHRL TVKIENTEEXT,

F2. TIC J1URDE Scan I URIIFEESERRICEVEENBE T IBBICL O TIET T4
WERRICEIRVWCENBYET . HICEI VR IERBICRZVWEE. Windows ->
Tile Vertically Z®IRT3ETH 1 VRINELVICRY BRI <RBIENBYERTDTHRL

<7ZEL\,

¥ i Mascot Distiller - QEP1_Spikeln_230914_12data_datamod1
File Edit View Processing Analysis Tools | Windows | Help
PEi- B E a0 4|®055H Cascade %EHH
Acquisition * x || Quant i i
© L gf Ms/MS 25162, miz | Tile Vertically |tC1... | SDigeq) |
ME Survey 25163 51 _ i
ME Survey 25164 » 12 . o
g MS/MS 25165, m/z i E Auto Arrange TIC/Scan b
10é MS/MS 25166, m/z [QEP1Spikeln_230914_1_3ng_270%4.raw] - GNPTVEVDLYTAK(2+)
e MS/MS 25167, m/z = ) p
!L@ MS/MS 25168, m/z 23| |v|  [QEP1Spikeln_230914_1_3ng_270914.raw] - Survey 25236 (rt=4195.6957) - GNPTVEVDLYTAK(2+) |g
WE MS/MS 25169, m/z 24  sp|Q12931[TRAP1_HU.. | 1908 80345  0.9054 8 09476 7 098925
= MR Survey 25170 3.1 sp|POSTETIK2CE_HUM... | 16637 | 53671  0.9360 48 09280 46 0.9729
!L@ MS“{MS 251 71f n].'rZ 237 e DOARTANJIRAE HIIRA 11018 CIRTE nank? 28 naznn 2R NacIe

= o
Deateds THL R T S L ok

snlAal

TIC 942 FD

Scan V142K

(XICs IFHRED)
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[BRTFIVILTL<HAICOWNT]

[FIE 2. EEBZETOIT—YICDVWTITSBNUTVRESIC, BIREDT—Y(E5Y 2 INOED
ZLbiE human @ protein TgART 1:1 (. Ecoli @ protein T1:5, 1:2, 1:1.5 [CR2EHNHIEF
INEF—HTY,

F 91 Distiller ICTERREREZ U 3FEED ratio A, human W IZ Ecoli TLED LS LHA
SNBEICENSSVHELVDOHO RISV T—Y IR EEB CHUB AN AIEETT .

Distiller ETWOH D& T 5 TRTHAIRET T, 5HMIFTFIE 10 IZ779 report #EEIC DT
CELZEV PCA TOY VT IVDBURRDIESRZ LY 5 X9—#HT. volcano plot ‘@& THZE
B9V INOBICET 2@ ET o2 I B ENFIRET T,

772U Distiller ETITEN T SMF-MREEIRSNTWET . BEITIHU T, FlE 10 D export
#aEE. BV report WEED—EITT —9ZLE AL THRD TOT S LTHRMATEZIA T, HiFF
ENSDITNTVBEGVERIHEEZ CHE TRV CTTESKEHHRNZULET,

FIARBITIEEC T FIVICDVT replicate @ 3 EEYIRLEWSIBRTY , ZDBRDREZE
SENLT MASCOT AINREL TVLWSAEUSND protein ratio StEAEZERULEZL. #EYIRL
NAZERAUEREZITV V., REDFEEH DN EBULET, Distiller TRRINDEERERIE
ratio T M. report #EEICH D EAEEtable-peptides-int] TEXRTFRD intensity %
HEATEECEETEXT . CHEEDAIFZEDHENIABT EFE > TENLURDEREZERTLU T,

45
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10. BEETHEEIT 551812 report, export

Distiller DZBEMEETIE raw T—9ZEVIAH EET —YDELICEET S EERTOESD R
BERBDETEITOIENTTE,

KVEMBEBRTEITOEA. Distiller ICIZTOYSLESE Python &EENT DHEENH Y KiE
BEtBT P S ORI EIEBIENTEEXT . NS % report #EEEFATULVET,

KeT—5% XMLOTFHFRLT 7 )Y TIR—RICHATE B ZEETEFRT . C1% export 1#
AEEMATVET,

FIE 10 Tl& report #peE export #EEICDVWTITBNULET,

f&RD report : FBI SR - BREMZAITETEA TR

MASCOT Distiller TIFREINEZEEEN S TSICUR—ME/EHR T 2#EEZBLTLET,
ver.2.8 L&D Distiller TIEZOJ3LEEE Python EDEHEICK D> TUR—MEREZEIRLT
WEKT, LiR—MEEEIL. LIR—F T 2RBZERL LD Python JOJ34&. JOJSALICEZS
T—YDANIERTSD XML T71IVHSEBRENTULET . report B&ED T 7 IVIZ. Distiller
AVZA=ILITHIVT D reports” T4 IVFRICHBINENTVNE T KT —IDERAEICDOVTIE,
distiller report definition 1.xsd (Distiller 1>ZXr=J)LT7A# LT D"schema” 74 ILF(ZHY
FPICERINTVET,

EEUIZABIE menu D Analysis -> Reports [C—EBFRREINET, Distiller TlEdHS5HUs
YERRSED reports HEEML\KDH\BY, RIINS NS DEEEEFR T I2ENTIEI CREM). £/
ABICDWVT python Z7O7 3L XML J7AMIVEES X THEITSIEEREE T,

OIS HMEICIHEU TI——h report #eEZEMULIZY . ARIVAXUIZYU T DENFRETT

DRE(CHEEET]
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(BT - 5 T %R ] P [Bnss] Toos_Windows_Bl |
- ANOVA el Mascot Search g = e TJ ,gll R
) N Denovo Search * Br Search 1]
- ANOVA plus clustering 12 S& | Digest Prote |Score | Mass | CI/Re|
- Hierarchical clustering sgment Peptide fLHU-. | 22516] 85006 Ny
i B_HU... | 21901 83554 0.
-  K-mean clustering ‘;—: Analysis Info | HUM.. | 8490 92696 0
_ DA__ Calculate XIC... 31_HU... 2374 80345 0.
PCA pB_f =¥ Ouantitate... L . ll
- Volcano pl0t il itation Results
P1_
b H N
P F-H XpOort quantitation results * ANOVA plus clustering
[EEHIEE HTML® CSV I7MLeLTHA] [+ e e !
. B_HUMAP verage ’
- Peptides 9 [Ref] 2+ | FLEQONK Box plot
. 0 [C5] B 2+ SYVTTSTR
- Prote|ns 51 [C8] 4 Hierarchical clustering
. 33 [C8] - K- | i
- Quality ), 53 [C7] [QEP1_Spikeln_230914 2 PCn};eansc ustering
- table-matches ), 42 [Ref] Peptides
. ), 30 [C2 .
- table-peptldes 43 lc-!Z] ] . Proteins
. . +), Ce i
- table-peptides-int D y oo
. ) 36 [Ref] Table-matches
- table-proteins QK(2+), 8 0 Table-peptides
3;323? [‘: Table-peptides-int
OK(Zv): 6 5 Table-proteins
K(2+),35 w Volcano plot
> 136.075 3

* $¥C.table-peptides-int [k, CHETRTFRO intensity RS protein DEEFEHRE
BT HEERLINBELEDNG TA—T VI TT,

WMember Accession Score Mass  pepMatch z Sequence

2 EGLELLK
2 TIAPALVSK

Gorrelation  Modficatio|
0.9983

Start(C1) End(C1) Intensity(C1) Ident(C2) Start(C2) End(C2) Intensity(C2) Ident(C3)
331 3390 3381 3409
2602 2652 2621 2670
124 1357 1339 13713

SpIPOB733ENOA_HUMAN
SPIPOBTIIENOA_HUMAN  3.133e+04 47481 2 0.9983
SPIPOBTIIENOA_HUMAN  3.133e+04 47481 3 2 IEEELGSK 0.9881
SpIPOB7IZENOA_HUMAN  3.133e+04 47481 4 2 NFRNPLAK 0.9986
0.9983

3.133e+04 47481 1.293e+07  True 1306e+07  True

6.358e+07  True 6.157e+07  True

1.247e+06  False 1278e+06  False

2192 2232 2.639e+07  True 2214 2.758e+07  False

p|PO5733|ENOA_HUMAN  3.133e+04 47481 3 TIAPALVSKK 07026 09556 False 2056 2080 3.852e+05  False 2080 2122

RENCA HUMAN  3.133e+04 47481 3 SGKYDLDFK 09726 09948 True 2405 2444 T191e+06  True 2425 2465
2 SGKYDLDFK 0.9968 2424
0.9884 2120
099 120

3.133e+04 47481 1.0288+07

3.133e+04 47481 3 IGAEVYHNLK
JGAEVYHNLE

5.665e+07
42807

Member Accession Score Mass pepMatch z Sequence
1 1 sp|POGTI3|ENCA_HUMAN 3133e+04 47481 1 2 EGLELLK
1 1 sp|POGT33|ENCA_HUMAN 3133e+04 47481 2 2 TIAPALVSK
1 1 sp|POG733|[ENCA_HUMAN 3133e+04 47481 3 2 |EEELGSK

ons Ident{(C1) Start(C1) End{C1J Intensity(C1)
True 3381 3380 1.293e+07

Ident(C2) Start{iC2) End(C2
3331 3409
2621 2670
1339 1373

Intensity(C2)
1.306e+07
True 2602 2632 G.358e+07 6.157e+07

True 1324 1357 1.247e+08 1.278e+06
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RO export : TFANT—YLEH

A.

U EBEZE AL CHIAT S5E. R0 report THATEEZAEDMICETSICHE2FEED
RETIPAINENZEESEEIENTEET,
A. “Export quantitation results” &. B. “Copy quantitation table’ 79,

“Export quantitation results”

Menu @ analysis -> Export quantitation results T, 38EOHERTI7MIEL AT
DEMTTEY,

“Save Abbreviated/Complete XML [ EET —FYZXMLEEATERESHTWSEHNT7AILT,
FICM7TTIT—U30& XMLERTOT—9PYERYZET DIRICFIALE,

EHE LT, Scaffold Q+S EDT—FPRURRWREDEIFENET,

—7}.”Save Stats Package export” Tl&. query(matches). peptide, protein, protein
group LRIVTDE ﬁfi@?EtﬂU??’r)Iﬁcﬂjj}b FNSEEELZI7IILAESNET 5T
XY I 7V EGGAMADH D) TR IIPICCHIBLES

¥ 2 Mascot Distiller - QEP1_Spikeln_230914_12data
File Edit View Processing | Analysis | Tools Windows Help

Ei - é ﬁ @1 g | Mascot Search 'k

Proteins Denovo Search ’

= @ QEP1_Spikeln_230914_12
#C Format Options
- 8 Search header

W8 1.15p|PO6733(ENOA H Analysis Info
i W8 1.2 sp|P13929|ENOB_H -
@ 9§ 2.1 5p|PO7900[HS90A_ Calculate XIC.. 1A
+ W8 2.25p|P08238|HS90B_ B | Quantitate...
i W 2.3 sp|P14625|ENPL_H :
9% 2.4 5p|Q12931[TRAP1_ Delete Quantitation Results :
@ 9 3.1 sp|POS7E7IK2C8 H Save Abbreviated XML..
& W8 3.2 sp|P0OB670|VIME_H
% 9§ 3.3 sp|POBT29K2CT H Save Complete XML...
S 4.15p|P60709|ACTB_ HUMAP
. Je g i @ 2. menoae Save Stats Package Export...
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B. Copy Quantitation table

FoEYEL Distiller ® Quantitation table [BEREMOT7 TV —3 0 THEAT S 720IC,
21w TR—RIC Quantitation table [ERZEIE—S 332 ENTIET,

Menu @ Edit -> Copy Quantitation table ##R9IB3ET. V) v ITHh—RICTF—yMRIE—
INET,

¥ 1 Mascot Distiller - Triple Encoding SILAC samj

File | Edit | View Processing Analysis Tod

Acqy X || Qu
Paste Ctri+V e

B
=0
==

=g

Find...

Copy Quantitation Table |

e L L 2l .' z i .
Mé MS/MS 4515 m/7 410

HEVEHEE

TRV ORYA T AR S

support-jp@matrixscience.com MATRIX
03-5807-7895 SCIENCE

T110-0015 RREARKKRLE 1-6-10 ART EJL 1 B

MATRIX
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