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Mascot Server [CHEWTHUIFIDT—IN—RZ/ER URRICHIATESLIICTDAE
Ev AR TIR—RBREBICT—IR—AORBEEH I DHECDOVTEUET, 1R
FEFRRBEAENDYETRIN, CCTRETFRAMNITAYZEFE>TT—IN—XT7AI%&
CEETERT BAEICDOVWTHALET . TORIMDIERAECDOVTET—IRN—ER
N Z 1 7 )b (http://www. matrixscience. co. jp/supportpdf/MASCOTServer ver26 sequencedbmanage. pdf) O
P.19~ZTSHRIZE,

ERRFIRTT A FT MASCOT H—N—DT—IR—XREDFHHRERERIBEL TGRARET
EH. BVTHEE T AIVIRNTT—IR—R T 7 IVEER L TH ORENHRSZH/IAL. TT
ARSI

—ERELEAVIFTINT —IR-—AODABRZEHULIZVWHEERE. TJ7MILOHREFEEEL
FESHREFIT DT TEHNIC MASCOT ADT—IR—IXEEHINET,

1. MASCOT 77— R—REREDFFRIERK

1-1. Database Manager X—Y THBT —IX—=ZADER GRPET)

Home —> Configuration Editor —> Database Manager R—IZHTZ£T,

Mascot Utilities
Your system administrator may have restricted access to these

Database Status

View the status of all the sequence databases. links to ¢

status, log files, etc. ) : o
» 109 ! L__. Mascot search engine | Protein i1 X L Mascot configuration

)T R v
A tabular view of the search Id O ® TF1UTREERL | t5820/mascot/x

I Configuration Editor I Mascot Configuration

Browser-based configuration g AT AR Amino Acid Data
database management. Modifications Modification definitions
Symbols Symbols used in chemical formul

Linkers Linker definitions
Enzymes Enzyme definitions
Instruments Fragmentation Rules
Quantitation Quantitation Methods
Crosslinking Crosslinking Methods

. Global Options in mascot.dat
Database Manager Sequence databases, Parse Rule
t00INfmacentiv_roildbh mananorn |
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MATRIX
SCIENCE AU IILDBDIERL - BT 5k

Database Manager BEC. Z£J L —AI(Zd3 3 [Fastal #8 [Create new] 22w o ULET,

- - - (5] X
L Mascot sear X | L Mascot con' X &..« Mascot Dat. X ar

> C A RESNTVHLNER| bell/mascot/x-cgi/dbm.. B Y« M {E__ :

[Database Manager | ]
LUl Databases and spectral

Databases (4) i A
Parse rules (11) libraries
Scheduled updates
(0)

Name Mode '-’ Type " Status

Running tasks (0)
Settings Human_ EST predefined NA In use | Get new files

—
PRIDE_Contaminants predefined SL In use | Getnew files

Enable predefined !
definition
i

Synchronise custom | SwissProt predefined AA Inuse | Get new files
| |
L Createinew | UP5640_H_sapiens  predefined AA In use @
—
Enable predefined
deﬁnitiopn Latest predefined definitions files are from Sat Feb 13 01:06:10

- 2021 (FASTA databases: databases_20210212T160610.xml)
Synchronise custom | and Wed Jan 20 22:15:37 2021 (spectral libraries:
definitions libraries_20210120T131537.xml).

Create new
Spectral library

filters

Full database status is available on the database status page.

Database D&FH(Database name)Z AN, BEEE LT New custom definition) ZERU.
MNext] "RYZE2IIvIULET,

- | x
L Mascot sear X | L Mascot con X &,,_,. Mascot Dat X =+

< C A REINTVELVEE | bel/mascot/x-cgi/db_mana.. ¥ M ﬂg_

s VIS New database definition

Databases (4)
Parse rules (11)
Scheduled updates
(0)

Database name (?)

Running tasks (0)

© copy o

<select> v

Settings
Enable predefined ) Use predefined definition template (?)
definition <select> v

Synchronise custom
definitions

BNew custom definition (?)

Create new

Enable predefined
definition

Synchronise custom
definitions

Create new

Spectral library
filters
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Database typel T7 X ./BECHINMEEBIINEZEV KT
£9), FRE. Next] RYUEHUXT,

(TRBITIEY = /BEZZEIRL TV

O

L Mascot sear X | L Mascot con' X L Mascot Dat. X +

<« &

wee

A REINTOWEWES | bel/mascot/x-cgi/db_mana.. ¥ R {f,‘_

Custom definition

Databases (4)
Parse rules (11)
Scheduled updates
(0)

Database name:
OriginalDB

RDa@abase type
@ mino acid (protein database)
= Nucleic acid (DNA database)

Running tasks (0)

Settings

Enable predefined
definition

Synchronise custom
definitions

Create new

Enable predefined
definition

Synchronise custom
definitions

Create new

Spectral library
filters

SEIXEATI 71 IVERT DIKREREUZFIBEEZD T, X Download or copy files
automaticallyl T%&<. O lUploador copy filesmanually] ZZRUET, 1BR%E. [Createl
MY =EBUET,

L Mascot search engine | Protein ic X ‘ L Mascot configuration X k,,,‘ Mascot Database Manager X +

iyl
(L]

6

C A RFEINTVALEE | bell/mascot/x-cgi/db_manager.pl?dbs.new.config-type=new;dbs.new.db-t... B a % B {&*

Database Manager

Databases (4)
Parse rules (11)

Custom definition

Database name:

Scheduled updates
0)

Running tasks (0)
Settings

Enable predefined
definition

Synchronise custom
definitions

Create new

oy |
Enable predefined
definition

Synchronise custom
definitions

Create new

Spectral library
filters

OriginalDB

Custom definition type:
Amino acid (protein database)

Base directory (?)
‘C finetpub/mascot/sequence ‘

Database files will be located in the subdirectory OriginalDB of the base directory. The new directory will be created if
it does not already exist.

O Download or copy files automatically (?)

FASTA file URL or path to source file on Mascot Server hard disk

Delete original FASTA file after copying (7)
Version file URL or path to source file on Mascot Server hard disk (optional) (?)
Vi
Delete original version file after copying (?)
Reference file URL or path to source file on Mascot Server hard disk (optional) (?)
Z
Delete original reference file after copying (?)
pload or copy files manually (?)
you have chosen to download files from a remote server or copy from the Mascot Server hard disk, the task will be
scheduled as a background task. You can follow the progress in the task list. Configuration can be completed once the
files have been downloaded or copied.

The original file can
permissionsdumthe

=

only be deleted if it resides on the Mascot Server hard disk and Database Manager has sufficient
ource directory.
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T7A1IVDEFDELRZEZVFXT, SEIE Copy files manually) ZERE&.

BULET,

MNext] Ky %=

L Mascot search engine | Protein

< X

Database Manager

Databases (5)
Parse rules (11)
Scheduled updates
(0)

Running tasks (0)
Settings

Er—

Enable predefined
definition

Synchronise custom
definitions

Create new

ooy |
Enable predefined
definition

Synchronise custom
definitions

Create new

Spectral library
filters

A RFESNTWVEWESS | bell/mascot/x-cgi/db_manager.pl?sub=dbs%3A0riginalDB

X ‘ k'“ Mascot configuration b4 Mascot Database Manager: Oric

Database: OriginalDB

Name
OriginalDB

Database type
Amino acid (protein database)

Database directory
C:/inetpub/mascot /sequence/Orisinal DB/current

Filename pattern
OriginalDB_%.fasta

Database files must be present before database configuration can continue. You have the following options.

O Download from remote URL or copy from Mascot server hard disk

O Upload file using web browser

CCETCTOEEXTREEFMUE T, FADLS IS, FREDBARICT—IR—ID T 71U
B, FRBD I ANFICF—IR—R T 74 IEIE—FTBELIERINIERNRTIINET,

L Mascot search engine | Protein

< C a

Database Manager

Databases (5)

O

X ‘ li.. Mascot configuration X li, Mascot Database Manager: Orig’ X qar

REEINTVEVERE

oo

ell/mascot/x-cgi/db_manager.pl?dbs.file-source=manual&sub=dbs%3A0riginalDB )
| bell i/db I7dbs.fil |&sub=db: iginal Q % B §f

Database: OriginalDB

Parse rules (11)

[ copy | et

Scheduled updates
(9)

Running tasks (0)

Name
OriginalDB

Settings

Enable predefined
definition

I

Database type
Amino acid (protein database)

Database directory
C:/inetpub/mascot /sequence/Or igina|DB/current

Synchronise custom
definitions

Filename pattern

Create new

OriginalDB_x.fasta

Enable predefined
definition

T

Copy files manually

Synchronise custom
definitions

Filename pattern
OriginalDB_x.fasta

Create new

Edit filename pattern

Spectral library
filters

1. copy the FASTA file to C:/inetpub/mascot/sequence/Or i ginalDB/current ;

2. rename the file to match the filename pattern, e.g. OriginalDB_20210412.fasta (in the pattern, ¥ matches any string of
characters);

3. and refresh this page to continue.
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1-2, FASTAD 7 1 JVDYERX

MASCOT €4 VXA =L T #IVFAHD. sequence TAIWHFIZ. FHIZICERR ULIZT—9R—ZED
TAILY (FITIE TOriginalDB1) HMASCOTIC K> TEEIMICAERRSNTWLWE T, CD T ALY
RS, JAIWIRNICHD current TAIVIFZEISICAVTLSIETL,

[ s | sequence . 0 X | + | OriginalDB — O X
K-n #E EE 7} h A 7}
- v 4 « ma.. » seq.. ¥ A sequence| | € v 1 « seq.. » Origin... v
¥ y9v0-F ~ ¥ 979v0-F -
|l W T T
B Fxaxvh Human_ES PRIDE_Con & FEasAvt
= E7Fy T taminants =voFv
B Bera
d 33-Ivs 4 F b 339y
£505(C) SwissProt UP5640_H_ README £505(C)
- DATA (DY) y Gl 5 DATA (D)
= || 1EoEE 1 EOEEFER =

current 7HJIVIRNIC, T—IR—RXT7PAIVELERRULE T,
BIE) JAIVIATEIIY Y., FRIERR>TF AT 71

T71Ib&alE. TOBH) (EEDXFF). fastal EWLWDBIMBICULET,
f5) OriginalDB 20210412.fasta

DRECHEEET]
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_| OriginalDB_20210412 fasta - AT1& — O X

271ILE) |EE) FH(0Q) =RV ATH)

>100001 Proteind

PLEASEENTERAASEQ

>100002 BSA

MKW TR TSLLLLFSSAYSRGYFRRDTHRSE [AHRFKDLGEEHFKGLYL 1A
FSOYLOQCPFDEHYKLYNEL TEF AKTCYADESHAGCEKSLHTLFGDELCHK
VASLRETYGOMADCCEKOEPERNECFLSHKDOSPOLPKLKPOPNTLCDER

KADEKKFWGKYLYE TARRHPYFYAPELLYYANKYNGYF OECCOAEDKGAC
LLPKIETMREKYLASSARCRLRCAS [OKFGERALKAWSYARLSOKFPKAE

FYEYTKLYTOL TKYHKECCHGDLLECADDRADL AKY ICDNODT ISSKLKE

CCOKPLLEKSHC I AEVEKDATPENLPPLTADF AEDKDYCKNYOEAKDAFL
GSFLYEYSRRHPEYAVSYLLRLAKEYEATLEECCAKDDPHACYSTYFDKL

KHLYDEPONL 1KONCDOFEKLGEYGFANAL [VRYTRKYPOVSTPTLYVEYS
RSLGKYGTRCCTKPESERMPCTEDYLSL ILNRLCYLHERTPYSERYTKCC
TESLYMRRPCFSALTPDETYYPKAFDEKLFTFHADICTLPDTEKQIKKAT
ALVELLKHKPKATEEQLK TYMENF YAFYDKCCAADDKE ACF AVEGPKL VY

STATALA

»>100003 BSAZ

MY TE TSLLLLFSSAYSRGYFRROTHRSE [AHRFKDOLGEEHFKGLYL 1 AF SOYLODCPFOEHYKLYNEL
TEFAKTCYADESHAGCEKSLHTLFGDELCKYASLRETYGDMADCCEKQEPERNECFLSHKDDSPOLPKLK
POPNTLCDEFKADEKKFWGKYLYE [ARRHPYFYAPELLYY ANKYNGYFOECCOAEDKGACLLPK TETMRE
KYLTSSARORLRCAS IOKFGERALKAWSY ARLSOMFPKAEFYEYTHLYTOL TKVHKECCHGOLLECADDR
ADLAKYTCDNODT ISSKLKECCDKPLLEKSHC I AEVEKDATPENLPPLTADFAEDKDYCKNYQEAKDAFL
GSFLYEYSRRHPEYAVSYLLRLAKEYEATLEECCAKDDPHACYSTYFDKLKHLVDEPONL TKONCDOFEK
LGEYGFONAL IVRYTRKYPOYSTPTLYEYSRSLGKYGTRCCTKPESERMPCTEDYLSL ILNRLCYLHEKT
PYSEKYTKCCTESLYNRRPCFSALTPDETYYPKAFDEKLFTFHAD ICTLPDTEKOIKKATALYELLKHKP
KATEEQLKTVYMENFYAFYDKCCAADDKEACF AVEGPRLYYSTOTALA

26 17, 48 3] 100%  Windows (CRLF) UTF-8

BY VNV BIBRODANFEILULTDEY T,

ITUR)—= (BYVINOE) FET, “> “DEEFUHET, 2ATHSHFAETY, LEASD
[FIANTHEAXFTH B2 TIESL,
LBAR—RZANTCT—IR—ZD ID ZEEALET . ROFEHAR—IAXTHINT

ID EUTERHTNE T BIVFJ—TZO ID ZE/IELRNTLIZE L HITIE. &4
DIHEU—=0 ID &ULT” 1ID0001” EEEALTWERT A, LR ID T ID0001 ZfES &
IS—ICBYRITDTIERLEZES W, ID [FEDL D LRERTERED YW XEAD.
RITDERREENMET T B2DT, ERURVRYTESULTIEEW, ID ABEICHAE
ANR—=RZEAALET,

FEIAR—ZADRIC, §VINIEDERIZEDFREANE T, BRAIDI ~)—OFITIK

ProteinAl EAAULTWET, RIIDAR—ZALEIFEHEDAR—IANERINTE
i Y F B A

T TeTZ L, D000 D7 S JEEENEANLET, 73/ BEIISDIERICHITE
MTEBEBY FB A, (ID0002 & ID0003 ZEEEL TSV, ) ROITU RUJ—D
BEVETRT., " > FTHRIRTEIVMNI—D7 I/ BEIEFEINET,

BEBITIET I /BRI EAA VX UED, EEESITERMEDY TR A. T2 UEEEID

BEIIEEICERE UZIEE TH D" database type” MDZRM” Amino acid” T<” Nucleic Acid”
ERVYFETOTEELTLEEL,

T—IR—ZADAANERAZTZ5. T71IVEFRFLTILET L,
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1-3. Database Manager &F (PEERD SDfHmE)

-1OREDBEOEmMZRD TRDE. 1-2 TERINELZ T 7 I)VHBEEMN TSN, BE
DFHEZEITI=HDRS ~ TEdit Configuration] METWEITDTIDRY V&L TRD
EEZEFEIEI (TR, ©U TEdit Configuration] RY UAEMEICHT. 1-1 OREDERE
DEEFTHDBA. T71IADFFTHERT 71 IIVDIGFZEREZ TLVSEEEERH Y 7,
EO—EI7MINBET7AIVAEMTVDIGMZ CHESRIEIL,

L Mascot search X ‘ L Mascot config X L Mascot Datab: X +

< e A RESNTULELEIS | bell/mascot/x-cgi/db_manager... @ ¢ » )

Database: OriginalDB

Databases (5)

Parse rules (11)

Scheduled updates
(©)

. Name
Running tasks (0) OriginalDB
Settings

Database type

Amino acid (protein database)

Enable predefined Database directory
definition C:/inetpub/mascot /sequence/Or iginal DB /current

Synchronise custom

definitions Filename pattern

OriginalDB_*.fasta

Create new

Files matching OriginalDB_x_fasta

OriginalDB_20210412 . fasta (1 kB)

Enable predefined
definition

Synchronise custom | Finish database configuration
definitions

Create new configuration to finish setting up the database definition.

e —
L | Edit configuration [

Spectral library
filters

T—INR—=2ZD. ID(Accession)Bh4y. Description B> %Z FASTA SEEBITH SIRIHIZHD
Parse Rule ERZ1TL\E T,

F9 ID(Accession)ERDDIREIN—IVERET D7=6D. TAccession parse rulel TD [Choose
MY EBUET,

o = - - | X
L Mascot search engine | Pro X ‘ L Mascot configuration X &“ Mascot Database Manager X +

< C A BEINTVERWESRS | bell/mascot/x-cgi/db_manager.pl?dbs.edit-mode=fastas.. & Q % R e H

Database configuration: OriginalDB (step 1/2)

FASTA file

Files matching OriginalDB_x.fasta
OriginalDB_20210412.fasta (1 kB)

Accession parse rule (7)

Description parse rule (?)
(none}

| Choose

Accession and description parse rule must be selected before you can continue to the next step.
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CCTl& FASTA OSEBREITD S5, 1 FBEISEFBULEY (TERF#E). TD000T ProteinAl &
HYUFITH. D55 TID00011 DFERDZ ID(Accession) &LTEVWEULFRT,

MASCOT A%, {&#& %3 Parse Rule ZEEMICARICU R T YU, TDIL—ILEBERLTE
BAEDERED ID (Accession) DFINEGRIICEKRRIINTVWET, CCTIREMELTWS
REHUATHS D000 (FREISHE) &ER>TWD, Ehs=FBBHIEEFEEDKREIV—ILZ
BUEYT (EOFR). EEohEV UV I LTS IARY VZEEIRU. [Choose)] R V%
BLET,

o e e o O X
., Mascot search e X | i, Mascot configur X i, Mascot Databa: X +
& C A REINTLHWES | bel/mascot/x-cgi/db_managerpl.. & Y R e :

Raw test data (3 samples)

1.>100001 Proteind
2. >100002 BSA
3, >100003 BSAZ

Suitable parse rules (8)

Parse rule Match Extracted data
[SRINRERIN-S]  3/2 1. Prateint
P 2 more matches

() ¥ (¥ 3/3 1. 100001 Proteink
» 2 more matches

(Warning: contains spaces)

‘JUNEELY] 3/3 1. 100001
—
» 2 more matches
£ Txd) 3/3 1. 100001
» 2 more matches

(@R IAMNES)] 3/3 1. 100001 Proteind
» 2 more matches

Marning: contains spaces)

[SINNERIN] 3/2 1.Protein
» 2 more matches

[OLIs )] 3/3 1.>100001 Proteind
} 2 more matches

Marning: contains spaces)

O 1x) 3/3 1. >100001

» 2 more matches

P Unsuitable parse rules (42)

| Cancel || Create new parserul
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Choose Ko U ZET &TDEMICEY £9, [Accession parse rule] DOTFICIE. FElFEBIRU
7= Parse rule MFJRINTWVWET (FEDLFR). HLV T, Description EoDIkRLEIL—IU
HERET D). [Description parse rulel @ TChoosel Ry VEBUET,

L Mascot search ¢ X ‘ &‘_‘ Mascot configur X L Mascot Databa: X =
&« & A RESNTLWEWERS | bell/mascot/x-cgi/db_managerpl... @ ¢ » e

Database configuration: OriginalDB (step 1/2)

FASTA file
Files matching Original DB_%.fasta
OriginalDB_20210412.fasta (1 kB)

se rule (7)
L[> 10] 3

Matches from OriginalDB_20210412.fasta:
1. Ip0001
2. 1b0002
2. 100003

Description parse rule (?)

ion and description parse rule must be selected before you can continue to the next step.

SIEDAccessionDERERFR. £J FASTA DEFEITDSS5 1 BEISFELEY (FRF
#8). [D0001 ProteinAl M. T[ProteinAl MERD%Z Description &ULFET . MASCOT MMERE XD
Parse Rule ZZRIIC. EDIL—ILZE@EAUZIBEDERRD Description OHIHERICHKRTIN
TWET, IRSHEUAMN [ProteinAl (TRIBHR) &> TVWSD, —HLDKREIL—ILDSIGR
YoEDV)YIULTTIAMRY UZ&ERLU IChoosel KRy VZEHUET,

- - - - O X
L Mascot search e X ‘ L Mascot configur X k,_ Mascot Databa: X +

< C A RESWTUAWEE | bel/mascot/x-cgi/db_manag.. & @ ¢ M e

Description parse rule for OriginalDB

Raw test data (3 samples)

1. 100001 Proteind
2.7
3. >1D0003 BSAZ

Suitable parse rules (8)

Parserule Match Extracted data

[SRINRERIE] 3/2 1.Proteind
» 2 more matches

O EEN 1. 100001 Proteink
} 2 more matches

SEI(WNEONN 5/3 1. 100001

» 2 more matches
DA 1) 3/3 1. 100001

» 2 more matches
N 148) 3/3 1. 100001 Proteink

} 2 more matches

1. Proteind
» 2 more matches

w
g
@

D) 3/3 1. 5100001 Proteind
} 2 more matches
DE( 1) 3/3 1. 100001
} 2 more matches

P Unsuitable parse rules (42)

g
D
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Description [CHEHET/Z/R Parse rule MAANTNTLDIDZHERLIZD5, EEE MDD
MNext] MY UZEHLTLIESIL,

&«

L Mascot search e X ‘ L Mascot configu: X &_‘ Mascot Databa: X ar

c

- O X

A REINTVAWES | bell/mascot/x-cgi/db_managerpl.. & Y M e :

-

Database configuration: OriginalDB (step 1/2)

FASTA file
Files matching OriginalDB_x.fasta
OriginalDB_20210412.fasta (1 kB)
Accession parse rule (?)
HH Tx¥)

Matches from OriginalDB_20210412.fasta:

1. 100001
2. 100002
3. 100003

2 e rule (?)
S0 Tx ¥ (¥)
i

Matches from OriginalDB_20210412.fasta:

b

1. Proteinh
2. B34
3.B8A2

o

HFWTIRNDHZEERICDOWVWT, SEIDFITIET IAIVMENSETET DIHNEITHY FtH A,
BmEE FERD TSave and Finishl RY ZEBULET,

Mascot search « X |

Mascot configu X Mascot Databa X ar

< C A RESNTVABVELE | bell/mascot/x-cgi/db_managerp.. B ¥ M e :
To choose or edit local program as a full-text report source, please bring the database online. -
| Cancel || Previo ‘ Save and finish |
’
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RREICETCABZER T DBENENT T, COFFECDT—IN—EEATEERINEE
FBICIE TActivate] MYV ZEBLET,

L Mascot search - X | Mascot configy X Mascot Databa X ar

< C A BESNTLVAEWESS | bell/mascot/x-cgi/db_managerp.. @ w ® e

Database: OriginalDB

Databases (5)

Parse rules (13)

Scheduled updates

o, - Name
Running tasks (0) OriginalDB
Settings

Database type

fmaiaas s

Enable predefined Database directory
definition C:/inetpub/mascot/sequence/OriginalDB/current
Synchronise custom &
definitions Filename pattern
OriginalDB_*.fasta
Create new

Files matching OriginalDB_x.fasta

Or iginalDB_20210412.fasta (1 kB)
Enable predefined
definitiopn Upload files

Synchronise custom
definitions

Create new Database status
Spectral library Offline

filters

Scheduled updates
(no schedules defined)

Main database file URL has not been defined; database updates are disabled.

Show configuration details

11
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1-4, T—OIN-—ABEDHER

FHRICHER UIZ T — IR =ADE LFRH SN T DD, BRELF T,

Database Status B@EIC T. &EEER LIZ DB HFIZISBISN. Status D' “In
Use’ER>TUNBDEER L TCLIESV (RR) Fe. YUY I T—IBETRRT A+ E
T0\. ERICBZEDDELNDEINQECTERLIIES0),

O X

L Mascot « X L Mascot © X L Mascot « X ‘ L Mascot [ X ‘
C A REINTVEWNEE | bell/mascot/x-cgi/ms-statu.. & Q ¢ MW e

Name = PRIDE Contaminants Family = C:/inetpub/mascot/sequence/PRIDE Contamirnants/current/PRIDE Cor “
Filename = PRIDE _Contaminants 20180908 msp  Pathname = C:/inetpub/mascot/sequence/PRIDE Contaminants/currer
status_ = In Statistics Compression warnings Recompress fiTe

State Time = Tue Apr 13 09:33:38 & searches = 0

Mem mapped = NO Request to mem map = NO Request unmap = NO Mem locked = NO

HNumber of threads =1  Current = YES Type = Spectral |ibrary

Name = SwissPro Family = C:/inetpub/mascot/sequence/SwissProt/current/SwissProt_x.fasta
Filename = SW|ssProt 7020 05.fasta Pathname = C: /|netpub/masoot?sequence/Sw|ssProt/ourrent/SW|ssProt 2020
Status_ = Statistics Compression warnings Unidentified taxonomy Recompres
State Time = Tue Apr 13 09:33:38 # searches = 0

Mem mapped = YES Request to mem map = YES Reguest unmap = NO Mem locked = NO

Mumber of threads = -1 Current = YES Type = &mino acid

Mame = UPBB40_H sapiens = C:/inetpub/mascot /sequence/UPBB40_H sapiens/current /UP5640 H sa
Filename = UP5640_H “sapiens. . 20201007 fasta Pathname = C:/inetpub/mascot/sequence/UP5640 H sapiens/current/
Status. = In Statistics Recompress file

State Time = Tue Apr 13 09:33:38 # searches = 0

Mem mapped = YES Request to mem map = YES Request unmap = NO Mem locked = NO
HNumber of threads = -1 Current = YES Tvpe = &mino acid

Name = OriginalDE Family = C:/inetpub/mascot/sequence/OriginalDB/current /OriginalDB_x.fast
Filename gl 0B 70210417 . fasta Pathname = /|netpub/mascot/sequence/@r|g|naTDB/current/Ur|g\na|DB 7
Status_ @ Statistics Recompress file

State Time iy 13 11:20:04 # searches = 0

Mem mapped = YES Request to mem map = YES Request unmap = MO Mem locked = NO
Number of threads = -1 Current = YES Type = Amino acid

BH. THOLXDSIC Status B “ Inuse 7 IINDORIESE D> TCUVBIFEEE. BNADFE
INZDOAX Y EZ—IRNBE. 7 check error log” &2 w2 LRRSNTNDT —IN—2
BEFHEOIS—ABEEHFTTEBLIEE)N,

Name = OriginalDB Family = C: /INETPUB/MASCUT/SequenCe/Dr\g\naTDE/current/UrlgmaTDB *. fasta
v o B/

Filename 2 B/MASCOT/seauence/OrizinalDB/current /0rizinal DB_2005
Status aralt ault and retry

State Time = THrremeg ar i

Mem mapped = NO Reauest to mem map = YES Reauest unmap = NO  Mem locked = NO

Number of threads = 4  Current = NO

ed: First test failed
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MATRIX

SCIENCE AU IILDBDIERL - BT 5k

2A)IFIT—IN—ADEFH

ZIIFIT—IR=ADABEEE UZ\HEIL.

C¥inetpub¥mascot¥sequence¥(DB%) ¥current

CHDT—IN=IT 71 ILDDB., HhskFNfasta DI » 1)L (RIDITER LTI 7«
V) ZTFRARIT Y THE. ZORNBTZSTRATRELTLIZS),
RFE. MASCOT H'BEEICERH L. 185 DB 2F LE LI T, ERDD™DEBUICIE

1 DEEFEADDDET,

METY, CRPFRRDACSNEUESTERENENHERITITER IS,

<B@WhshiELt>
T iR—
EFX—=IU : support-jp@matrixscience.com

E B 1 03-5807-7897
JrPvDR 1 03-5807-7896
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